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INTERNATIONAL PRELIMINARY 
EXAMINATION REPORT 



International application No. PCT/GB 03A)51 02 



I. Basis of the report 

1 . With regard to the elements of the international application (Replacement sheets which have been furnished to 
the receiving Office in response to an invitation under Article 14 are referred to in this report as "originally filed" 
and are not annexed to this report since they do not contain amendments (Rules 70. 16 and 70.17)): 



Description, Pages 

1 -71 , 1 24-279 as originally filed 

72-1 21 received on 1 4.01 .2005 with letter of 1 2.01 .2005 
Claims, Numbers 

1 -37 received on 1 4.01 .2005 with letter of 1 2.01 .2005 



Drawings, Sheets 

1/11-11/11 as originally filed 

2. With regard to the language, all the elements marked above were available or furnished to this Authority in the 
language in which the international application was filed, unless otherwise indicated under this item. 

These elements were available or furnished to this Authority in the following language: , which is: 

□ the language of a translation furnished for the purposes of the international search (under Rule 23.1(b)). 

□ the language of publication of the international application (under Rule 48.3(b)). 

□ the language of a translation furnished for the purposes of international preliminary examination (under 
Rule 55.2 andybr 55.3). 

3. With regard to any nucleotide and/or amino acid sequence disclosed in the international application, the 
international preliminary examination was carried out on the basis of the sequence listing: 

□ contained in the international application in written form. 

□ filed together with the international application in computer readable form. 
S furnished subsequently to this Authority in written form. 

furnished subsequently to this Authority in computer readable form. 

S The statement that the subsequently furnished written sequence listing does not go beyond the disclosure 
in the international application as filed has been furnished. 

S The statement that the information recorded in computer readable form is identical to the written sequence 
listing has been furnished. 

4. The amendments have resulted in the cancellation of: 

□ the description, pages: 

□ the claims, Nos.: 

□ the drawings, sheets: 
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International application No. PCT/GB 03/351 02 



5. This report has been established as if (some of) the amendments had not been made, since they have 
been considered to go beyond the disclosure as filed (Rule 70.2(c)). 

(Any replacement sheet containing such amendments must be referred to under item 1 and annexed to this 
report.) 

see separate sheet 

6. Additional observations, if necessary: 



lit. Non-establishment of opinion with regard to novelty, inventive step and industrial applicability 

1 . The questions whether the claimed invention appears to be novel, to involve an inventive step (to be non- 
obvious), or to be industrially applicable have not been examined in respect of: 

□ the entire international application, 

S claims Nos. 1-5, 6 (partially) and 7-36 
because: 

□ the said international application, or the said claims Nos. relate to the following subject matter which does 
not require an international preliminary examination (specify): 

□ the description, claims or drawings (indicate particular elements below) or said claims Nos. are so unclear 
that no meaningful opinion could be formed (specify): 

□ the claims, or said claims Nos. are so inadequately supported by the description that no meaningful opinion 
could be formed. 

H no international search report has been established for the said claims Nos. 1-5, 6 (partially) and 7-36 

2. A meaningful international preliminary examination cannot be carried out due to the failure of the nucleotide and/ 
or amino acid sequence listing to comply with the standard provided for in Annex C of the Administrative 
Instructions: 

□ the written form has not been furnished or does not comply with the Standard. 

□ the computer readable form has not been furnished or does not comply with the Standard. 



V. Reasoned statement under Article 35(2) with regard to novelty, inventive step or industrial applicability; 
citations and explanations supporting such statement 



1. Statement 



Novelty (N) 



Yes: 
No: 



Claims 
Claims 



37 
6 



Inventive step (IS) 



Yes: 
No: 



Claims 
Claims 



6,37 



Industrial applicability (IA) 



Yes: 
No: 



Claims 
Claims 



6,37 



2. Citations and explanations 
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see separate sheet 
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INTERNATIONAL PRELIMINARY International application No. PCT/GB 03/05102 

EXAMINATION REPORT - SEPARATE SHEET 



Re Item I 

Basis of the report 

1 . The sequence listing pages 1-285 filed with the letter of 07.04.2004 do not form part 
of the application (Rule 13ter.1(f) PCT). The references to names found only on 
said sequence listing pages (which do not form part of the application), which 
reference have been introduced into the set of claims and on amended pages 72-121 
filed with the letter dated 12.01 .2005, leads to a change of the names of the 
sequences designated therewith, which new names were not disclosed in the 
application as filed. The introduction of these new references is therefore considered 
to represent the introduction of subject-matter extending beyond the content of the 
application as filed, contrary to the requirements of Article 34(2)(b) PCT. 
Said set of claims and amended pages 72-121 filed with the letter dated 12.01 .2005 
have therefore been ignored (Rule 70.2(c) PCT). 

1 .1 The applicant is to note that this objection could be overcome in a later 

national/regional phase by deleting the references to SEQ ID NO's from the tables 
and the claims, and by introducing the original Sequence ID'S from the tables. 



Re Item III 

Non-establishment of opinion with regard to novelty, inventive step and industrial 
applicability 

1 . As indicated in the international search report, claims 1-5 and 7-36 have not been 
searched, whereas claim 6 has only been partially searched. In accordance with Rule 
66.1 (e) PCT, the present report has only been established for the subject-matter in 
respect of which an international search report has been drawn (Rule 70.2(d) PCT), 
i.e. for the subject-matter of independent claims 6 (partially) and 37 (completely). 
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INTERNATIONAL PRELIMINARY International application No. PCT/GB 03/051 02 
EXAMINATION REPORT - SEPARATE SHEET 



Re Item V 

Reasoned statement under Rule 66.2(a)(ii) with regard to novelty, inventive step or 
industrial applicability; citations and explanations supporting such statement 

1 . Document D1 (WO-A-02/059271) discloses (cf. SEQ ID NO:204) a probe derived 
from I-24 (SEQ ID NO:1 1). The subject-matter of independent claim 6 is hence not 
novel in the sense of Article 33(2) PCT. 

2. Document D2 (Current Opinion in Immunology, 2000, 12:201-205) reviews different 
methods of analysing complex data sets. Typical data sets are, for example, data 
sets obtained by hybridising cDNA from diseased and "normal" patients to an array of 
probes immobilised to a solid surface (see the whole document, in particular the 
paragraph bridging pages 203 and 204). Moreover, D2 teaches that a JackKnife 
analysis is advantageous for the analysis of said complex data sets (see e.g. 
paragraph bridging columns 1 and 2, page 201 , and the first full paragraph of the first 
column of page 203). 

In view of D2, the person skilled in the art would thus have designed a method falling 
within the scope of independent claim 37 in an obvious manner. 
The subject-matter of independent claim 37 is therefore not considered to be 
inventive in the sense of Article 33(3) PCT. 
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Table la 

List of probes informative for disease diagnosis 





Clone ID 


Sequence ID 


No. of 
nucleotides 


SEQ ID NO: in 
sequence listing 


1 


1-01 


_ 


_ 


_ 


2 


1-02 




— 




3 


1-13 


_ 


_ 


_ 


4 


1-21 






_ 


5 


1-24 » 


308 


373 


11 


6 


1-28 


310 


564 


13 


7 


1-30 


1180 


622 


398 


8 


1-34 


313 


554 


15 


9 


1-37 








10 


1-42 








11 


1-52 








12 


1-54 


1181 


155 


399 


13 


1-58 


326 


554 


24 


14 


1-71 








15 


1-72 








16 


1-86 




_ 


_ 


17 


1-95 




_ 




18 


H-03 


361 


622 


34 


19 


n-05 


363 


628 


35 


20 


n-06 


364 


528 


36 


21 


n-io 


368 


329 


39 


22 


n-24 


381 


534 


47 


23 


n-25 


382 


444 


48 


24 


n-26 


383 


566 


49 


25 


n-33 


390 


523 


55 


26 


n-34 


391 


566 


56 


27 


n-4i 


397 


534 


60 


28 


n-42 


398 


512 


61 


29 


n-47 
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ll— D / 


41 I 


DUD 


73 


-J X 


11— O 1 


41 j 


DVO 


77 




TT_AO 
11-OV 


4Z.3 




85 




11- /U 


4^4 


! 4ZO 


86 




TT 7C 

U-75 


/I oo 
4Z9 


cat 


91 


DD 


TT Q*X 








DO 


TT ft A 
11-54 




. ->/ / 


99 


D 1 


TT O? 


A A 1 

441 


ceo 

552 


100 


JO 


TT OQ 


A A+% 

44Z 


oOo 


101 


39 


11-90 








AC\ 

40 


TT t\ A 

11-94 


448 


329 


104 


41 


ni-02 


453 


747 


107 


42 


ni-05 








43 


m-06 


458 


682 


109 


44 


ni-08 


460 


536 




45 


ni-io 






— 4* — 


46 


HI- 13 


464 


615 


115 


47 


ni-i5 








48 


m-i7 








49 


111-20 


1 183 


A 

479 


401 


50 


ni-23 


473 


694 


119 


51 


ni-26 


476 


476 


122 


52 


111-35 


485 


551 


130 


53 


TTT 1 f\ 

ni-39 


487 


oo >• 
224 


131 


54 


ni-40 


488 


349 


132 


55 


m-43 


490 


382 


500 


56 


IIE-44 


491 


382 


134 


57 


TTT er-a 
111-53 


500 


39U 


1 A O 

142 


58 


UI-56 


503 


109 


144 


59 


ra-57 


504 


374 


145 


60 


m-60 








61 


ra-6o 








62 


m-6i 


507 


521 


148 
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63 


TTI-fi3 


**ftO 


-> /D 


150 


U*x 


TTT-fift 










in- 1 ft 


J io 


302 


155 










158 


f\i 

o f 






r 




oo 








161 








AAA 


165 


7ft 


TTT OO 








/ 1 


TTT OA 






— 


/ ^ 


T\7 1 A 

IV- 14 


684 


545 


275 


•TO 

73 


IV- 15 


1 185 


628 


402 ! 


74 


IV-23 








76 




1 186 


494 


403 


75 


IV-26 








77 


IV-29 








78 


IV-31 


687 


268 


278 


79 


IV-32 


688 


569 


279 


! 80 


IV-34 








81 


IV-35 








82 


T\T A 1 

iV-41 








83 


TX 7 A tr 

1V-45 








O A 

84 


TT 7 CO 

1V-53 


61 


362 


498 


85 


TXT /CO 








OO 


IV-69 


192 


286 


4 


87 


rv-80 


701 


579 


291 


88 


IV-82 








89 


IV-93 








90 


TV i 


736 


641 


314 


91 


IX- 12 








92 


DC-38 


757 


583 


317 


93 


Dt-39 


758 


424 


318 


94 


IX-42 








95 


EX-48 


764 


626 


319 
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96 


IX- 7 7 


785 






97 


V-01 








98 


V-02 








99 


V-03 


706 


496 


^yo 


1 no 


V-04 


707 


3Q7 


007 




V VJ \J 








i 




70R 








V-l 1 

V-l 1 


1 1 ftft 






1 A A 


V-1Z , 


71 1 

/ J. X 


AOS 


301 


1U!> 


V-1D 








1UO 


V 17 
V-I / 








107 


V-21 








j 108 


XT' OR 

V-25 








109 


XT' *»0 

V-32 








1 10 


V-35 








111 


V-39 








1 12 


V-42 








1 13 


V-43 








11/1 

114 


\7_/17 
V— e ±l 








ire 
1 ID 


\T_ACl 








1 lo 










11/ 










1 1 Q 

1 lo 


\7 ee 


77 


viz 




tin 
1 IV 


\7 eo 








120 


1.7 e;o 








121 










122 


\7 

V-oo 










V— f 1 








124 


V-75 








125 


V-79 








126 


V-80 


726 


260 


311 


127 


V-90 








128 


V-91 
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129 


V-92 








130 


V-94 








131 


i VI-02 








132 


VI-04 


865 


122 


339 


133 


VI-07 


93 


405 


1 


134 


VI-09 








135 


| VI- 10 








136 


VI-12 


869 


667 


341 


137 


VT-14 


871 


642 


343 


138 


VI-17 








139 


VI-20 


876 


115 


346 


140 


VI-21 








141 


VI-23 


878 


634 


347 


142 


VI-34 








143 


VI-41 








144 


VI-42 








145 


VI-43 








146 


VI-44 








147 


VI-48 


891 


626 


355 


148 


VI-49 








149 


VI-50 


893 


585 


356 


150 


VI-52 j 








151 


VI-53 


895 


560 


357 


152 


VI-55 


897 


509 


359 


153 


VI-65 








154 


VI-70 


108 


550 


2 


155 


VI-71 








156 


VI-72 








157 


VI-74 


905 


655 


365 


158 


VT-76 


907 


582 


367 


159 


VI-78 








160 


VI-79 








161 | 


VI-84 
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162 


VI-87 


911 


595 


370 


163 


VI-88 


912 


651 


371 


164 


VI-90 








165 


VI-93 


- 


~~ 




166 


VL-95 


915 


230 


374 


167 


VT-96 


- 


— 




168 


vn-02 


- 






169 


vn-03 


1196 


412 


411 


170 


vn-06 


- 






171 


vn-io - 


- 


- 




172 


vn-n 


- 


- 




173 


vn-i5 


1199 


439 


414 


174 


vn-19 


562 


580 


171 


175 


vn-21 


564 i 


671 


173 


176 


vn-25 


- 


- 




177 


vn-32 


571 


457 


J 179 


178 


VH-36 


575 


209 


182 


179 


VH-39 


576 


541 


183 


180 


vn-42 


579 


502 


186 


181 


vn-43 


580 


316 


187 


182 


VH-46 


583 


631 


190 


183 


VH-47 


1200 


526 


415 


184 


VH-48 


1201 


613 




185 


VII-59 


593 


565 


199 


186 


vn-60 


- 


- 


: 


187 


VII-63 


595 


98 


201 


188 


vn-66 


598 


362 


204 


189 


vn-67 


- 






190 


VII-72 


600 




206 


191 


VU-73 


601 


522 


207 


192 


vn-75 








193 


VH-76 


603 


624 


209 


194 


vn-77 


1203 


692 


418 
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195 


VII-80 


605 


338 


210 


196 


VH-81 


606 


556 


211 


197 


VH-83 




** 




198 


VU-86 


— 


- 




199 


VII-88 








200 


VII-90 


612 


576 


216 


201 


VII-91 


613 


341 


217 


202 


VH-93 


615 


379 


219 


203 


vni-oi 


- 


*■* 




204 


vm-02* 


- 


- 


— 


205 j 


vm-03 


- 


- 




206 


vin-06 


- 


- 




207 


VIII-09 


618 


598 


221 


208 


vni-io 


- 


- 




209 


vm-i5 


- 


- 


- 


210 


vni-20 


628 


419 


229 


211 


VHI-22 


- 


- 




212 


vin-26 


- 


- 




213 


vra-28 


634 


511 


235 


214 


vm-29 


635 


592 


236 


215 


vm-3o 


636 


572 


237 


216 


vm-3i 


637 


482 


238 


217 


vni-32 


638 


545 


239 


218 


vm-33 


639 


624 


240 


219 


vin-39 


- 


- 


— 


220 


vm-4i 


645 


649 


245 


221 


VHI-42 


646 


600 


246 


222 


vra-44 


- 


— 




223 


V1II-46 


649 


425 




224 


vm-48 


651 


251 


251 


225 


vni-58 








226 


vm-64 


663 


627 


261 


227 


vni-65 
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228 


vm-66 


665 


345 


262 


229 


vm-67 


666 


252 


263 


230 


vm-74 


- 


— 




231 


Vin-76 


675 


591 


270 


232 


VIII-78 


- 


- 




233 


vm-82 






— 


234 


vra-83 




- 


— 


235 


Vin-85 




** 


- 


236 


vm-87 




- 


- 


237 


vm-9h 




- 


- 


238 


vm-92 




- 


- 


239 


VlU-93 




- 


- 


240 


vra-95 


- 


- 


- 


241 


X-04 




- 


- 


242 


X-07 


808 


641 


328 


243 


X-15 


814 


132 


329 


244 


X-29 


821 


370 


331 


245 


X-34 


- 


- 


- 


246 ! 


X-35 


- 


- 


- 


247 


X-54 


837 


603 


334 


248 


X-56 


839 


71 


335 


249 


X-68 


1207 


642 


421 


250 


X-72 


849 


622 


336 


251 ; 


X-94 


860 


501 


337 


252 


XI-07 


- 


- 


- 


253 


XI-13 


1209 


620 


423 


254 


XI-50 


- 


- 


- 


255 j 


XI-58 


- 


- 


- 


256 


XI-81 


1212 


374 


426 


257 


XQ-07 


1213 


567 


427 


258 


xn-i7 








1 259 


xn-26 








260 


XH-27 
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261 


XH-31 


- 


- 




262 


xn-32 


- 


- 


— 


263 


XII-35 


1214 


620 


428 


264 


XII-36 


- 


- 


— 


265 


XII-52 


- 


- 


— 


266 


XII-59 


1216 


484 


430 


267 


xm-19 


1219 


559 


433 


268 


xm-29 


- 


- 


- 


269 


xin-52 


939 


513 


378 


270 


xm-62 


- 


- 


- 


271 


xm-84 


- 


- 


- 


272 


xm-92 


1221 


741 


435 


273 


XV-18 


- 


- 


- 


274 


XV-22 


1099 


561 


388 


275 


XV-24 


- 


- 


- 


276 


XV-25 


1224 


485 


436 


277 


XV-28 


- 


- 


- 


278 


XV-34 


- 


- 


- 


279 


XV-42 




- 


- 


280 


XV-68 


- 


- 


- 


281 


XV-74 


- 


- 


- 


282 


XV-93 


- 


- 


- 


283 


XV-94 


- 


- 


- 


284 


XV-96 


- 


- 


- 


285 


XVI-36 


1056 


435 


382 


! 286 


XVI-53 


1230 


741 


439 


287 


XVI-59 


- 


- 


- 


288 


XVI-66 


1074 


689 


384 


289 


XVI-76 


1083 


198 


386 


290 


XVI-77 


1084 


198 


387 


291 


xvn-07 








292 


xvn-08 








293 


xvn-i7 
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294 


XVII-28 


- 


- 




! 295 


XVH-29 


- 


- 


— 


296 


XVH-31 


1139 


503 


392 


297 


XVII-36 


- 


- 


— 


298 


xvn-39 


- 


- 


— 


299 


xvn-40 


1231 


203 


440 


300 


XVII-48 


1148 


587 


393 


301 


xvn-55 


- 


- 




302 


xvn-58 


- 


- 


- 


303 


xvn-67 


- 


- 


- 


304 


xvn-72 








305 


xvn-76 


1160 


650 


394 


306 


xvn-82 








307 


XVH-87 


1165 


502 


395 


308 


xvn-95 


1172 


648 


396 
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Table lb 

List of sequences of probes informative for disease diagnosis 



Please see the note at the bottom 



Clone ED 


Sequence ID 


sequencing listing 


1-09 


298 


Missing 


MO 


299 


6 


M3 


1331 


444 


1-14 


1178 


397 


1-15 


300 


7 


1-16 


301 


Missing 


1-17 


302 


8 


1-19 


304 


9 


1-20 


305 


Missing 


1-22 


306 


10 


1-23 


307 


Missing 


1-24 


308 


11 


1-25 


309 


12 


1-28 


310 


13 


1-30 


1180 


398 


1-31 


311 


14 


1-32 


312 


Missing 


1-34 


313 


15 


1-37 


1440 


482 


1-38 


314 


16 


1^39 


315 


17 


1-40 


316 


18 


1-42 


1332 


445 


1-44 


317 


Missing 


1-45 


318 


Missing 


1-46 


319 


Missing 


1-47 


320 


Missing 


1-48 


321 


19 



Clone mjj 


Sequence ID 




M9 


322 


20 


1-53 


323 


21 


1-54 


1181 


399 


1-56 


324 


22 


1-57 


325 


23 


1-58 


326 


24 


1-60 


327 


25 


1-64 


328 


26 


1-67 


330 


27 


1-69 


331 


28 


1-71 


332 


Missing 


1-72 


333 


Missing 


1-73 


334 


Missing 


1-77 


335 


29 


1-79 


336 


Missing 


| 1-80 


337 


30 


1-81 


338 


31 


1-82 


339 


32 


1-86 


1336 


447 


1-88 


1182 


400 


1-95 


1337 


448 


11-02 


360 


33 


11-03 


361 


34 


11-05 


363 


35 


11-06 


364 


36 


11-07 


365 


37 


IM)8 


366 


38 


11-09 


367 


Missing 
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IMO 


368 


39 


11-11 


369 


40 


11-12 


370 


41 


11-13 


371 


42 


11-14 


372 


Missing 


11-15 


373 


43 


11-16 


374 


44 


IM7 


375 


Missing 


11-18 


376 


Missing 


! 11-20 


377 


Missing 


II-21 


378 


45 


11-22 


379 


Missing 


11-23 


380 


46 


11-24 


381 


47 


11-25 


382 


48 


11-26 


383 


49 


11-27 


384 


50 


n-28 


385 


Missing 


n-29 


386 


51 


11-30 


387 


52 


11-31 


388 


53 


n-32 


389 


54 [ 


H-33 


390 


55 


11-34 


391 


56 


11-35 


392 


Missing 


11-37 


393 


Missing 


11-38 


394 


57 


11-39 


395 


58 


11-40 


396 


59 


n-4i 


397 


60 


11-42 


398 


61 


IM3 


399 


62 



IM4 


400 


63 


11-46 


401 


64 


11-47 


402 


65 


11-48 


403 


66 


11-49 


404 


Missing 


11-50 


405 


67 


11-52 


406 


68 


11-53 


407 


69 


II 54 


408 


70 


11-55 


409 


71 


11-56 


410 


72 


11-57 


411 


73 


11-58 


412 


74 


H-59 


413 


75 


11-60 


414 


76 


11-61 


415 


77 


11-62 


416 


78 


11-63 


417 


79 


11-64 


418 


80 


11-65 


419 


81 


11-66 


420 


82 


n-67 


421 


83 


n-68 


422 


84 


n-69 


423 


85 


II-70 


424 


86 


H-71 


425 


87 


11-72 


426 


88 


II-73 


427 


89 


11-74 


428 


90 


11-75 


429 


91 


H-76 


430 


92 


11-77 


431 


93 
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n-78 


432 


94 


11-79 


433 


95 


11-80 


434 


96 


11-81 


435 


97 


11-82 


436 


98 


II- 83 


437 


Missing 


11-84 


438 


99 


n- 85 


439 


Missing 


II- 86 


440 


, Missing 


II- 87 


441 


100 


11-88 


442 


101 


II- 89 


443 


Missing 


II- 90 


444 


Missing 


II- 91 


445 


Missing 


11-92 


446 


102 


II- 93 


447 


103 


11-94 


448 


104 


11-95 


449 


Missing 


11-96 


450 


105 


III-Ol 


452 


106 


111-02 


453 


107 


IIM>3 


454 


108 


111-04 


455 


Missing 


m-05 


457 


Missing 


m-06 


458 


109 


m-07 


459 


110 


111-08 


460 


111 


111-09 


461 


112 


III-ll 


462 


113 


111-12 


463 


114 


111-13 


464 


115 


111-14 


| 465 


Missing 
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IIM5 


466 


Missing 


IIM6 


467 


Missing 


IIM7 


468 


Missing 


IIM8 


469 


116 


nM9 


470 


Missing 


111-20 


1183 


401 


111-21 


471 


117 


111-22 I 


472 


118 


111-23 


473 


119 


111-24 


474 


120 


HI-25 


475 


121 


111-26 


476 


122 


111-27 


477 


123 


111-28 


478 


124 


111-29 


479 


125 


111-31 


481 


126 


111-32 


482 


127 


IU-33 


483 


128 


111-34 


484 


129 


m-35 


485 


130 i 


111-37 


486 


Missing 


in-39 


487 


131 


IU^O 


488 


132 


111-42 


489 


133 


IIM3 


490 


500 


111-44 


491 


134 


in-45 


492 


135 


IIM6 


493 


136 


ra^7 


494 


137 


111-48 


495 


138 


111^9 


496 


139 


m-50 


497 


140 
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111-51 


498 


Missing 


111-52 


499 


141 


III- 53 


500 


142 


III- 54 


501 


Missing 


III- 55 


502 


143 


III- 56 


503 


144 


III- 57 


504 


145 


III- 58 


505 


146 


III- 59 


506 


147 


III- 61 


507 


148 


in- 62 


508 


149 


III- 63 


509 


150 


III- 64 


510 


151 


111-65 


511 


Missing 


in-66 


512 


152 


111-67 


513 


153 


111-69 


514 


Missing 


111-70 


515 


154 


111-71 


516 


Missing 


111-73 


517 


Missing 


111-74 


518 


155 


111-75 


519 


156 


111-77 


520 


Missing 


111-78 


521 


157 


111-79 


522 


Missing 


111-80 


523 


158 


111-81 


524 


159 


111-82 


1348 


451 


111-83 


525 


160 


111-85 


526 


161 


111-86 


527 


162 


111-87 


528 


Missing 
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111-88 


529 


163 & 164 


111-89 


530 


165 


in- 91 


531 


Missing 


ra-92 


1351 


452 


III- 93 


532 


166 


III- 94 


533 


167 


III- 95 


534 


168 


m- 96 


535 


Missing 


iv-02 


681 


Missing 


IV-04 


682 


273 


IV-13 


683 


274 


rv-14 


684 


275 


rvi5 


1185 


402 


rv-i7 


685 


276 


IV-23 


1353 


454 


IV-26 


1186 


403 


IV-28 


686 


277 


IV-31 


687 


278 


IV-32 


688 


279 


IV-35 


1355 


455 


IV-37 


g6 


497 


IV-38 


689 


280 ; 


IV-40 


690 


281 


IV-42 


691 


282 


IV-43 


1239 


441 


IV^4 


692 


283 


IV^t7 


693 


284 


IV-53 


61 


498 


IV-55 


694 


285 


IV-56 


695 


Missing 


IV-61 


696 


286 


IV-64 


697 


287 
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IV-65 


698 


288 




V I-IO 


Of J 




IV-69 


192 


4 




\7 1 1 O 


o/-> 




IV-72 


699 


289 




V-IZ 


71 1 


Jul 


IV-73 


700 


290 




v n 






IV-80 


701 


291 




V 1Q 


71*7 


Micctno 


IV-82 


196 


Missing 




\/ on 
V-ZU 


71 ^ 
/ID 




IV-85 


702 


292 




\f O/f 

V-Z4 


714. 


'XfYX 
J\JD 


IV-93 


703 


293 




V-Z3 


1 ,5 CO 




IV-95 


704 


294 




V-28 


1 1 OQ 




IV-96 


705 


295 




V-35 


13oO 


*K>I 


IX-10 


736 


314 




V-37 


/ 10 


lYiissing 


IX- 12 


738 


Missing 




V-38 


11VU 


*HJO 


IX-13 I 


739 


315 




V-39 


WW 


ICQ 


IX-24 


747 


316 




V-40 


717 


JLW- 


IX-38 


757 


317 




V-41 


718 




IX-39 


758 


318 




V-47 


1368 


463 


IX-48 


764 


319 




V-48 


719 


3UO 


DC-50 


766 


320 




V-49 


1369 




IX-56 


768 


321 




V-55 


77 


/too 


TX-62 


773 


322 




V-57 


720 


3U/ 


IX-65 


776 


323 




V-58 


13/U 




IX-72 


782 


324 




V-61 


721 




IX-77 


785 


325 




V-64 


TOO 

/ZZ 




IX-91 


796 


326 




V-65 


/Z3 


Missing 


K-96 


801 


327 




V-68 






V-Ol 


1361 


458 




V-71 






V-03 


706 


296 




V-74 


70/i 




V-04 


707 


297 




V-75 


1170 
U/Z 


467 


V-07 


708 


298 




V-80 


726 


311 


V-08 


709 


299 




V-81 


727 


312 


V-09 


710 


300 




V-87 


728 


313 


V-ll 


1188 


404 




V-90 


1374 


468 
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VI-02 


340 


Missing 


VI-03 


341 


Missing 


VI-04 


342 


Missing 


VI-06 


343 


Missing 


VI-07 


344 


Missing 


VI-08 


345 


Missing 


VI-09 


346 


Missing 


VM1 


347 


Missing 


VI-12 


869 


341 


VI- 13 


870 


342 


VI-14 


871 


343 


VI- 16 


873 


344 


VI- 18 


348 


Missing 


VI- 19 


349 


Missing 


VI-20 


350 


Missing 


VI-21 


351 


Missing 


VI-22 


352 


Missing 


VI-23 


878 


347 


VI-24 


879 


348 


VI-25 


353 


Missing 


Vl-26 


354 


Missing 


win 


355 


Missing 


VI-31 


356 


Missing 


VI-32 


885 


351 


VI-33 


357 


Missing 


VI-35 


358 


Missing 


VI-39 


887 


352 


VI^3 


1382 


471 


VI-44 


1193 


409 


VI-45 


889 


353 


VI-48 


359 


Missing 


VI-49 


892 


501 
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VI-50 


! 893 


356 


VI-53 


895 


357 


VI-55 


897 


359 


VI-58 


899 


361 


VI-66 


903 


363 


VI-67 


904 


364 


VI-70 


108 


2 


VI-71 


1387 


472 


VI-74 


905 


365 


VI-75 


906 


366 


VI-76 


907 


367 


VI-77 


110 


3 


VI-79 


1389 


473 


VI-80 


908 


368 


VI-85 


910 


369 


VI-87 


911 


370 


VI-88 


912 


371 


VI-90 


1390 


474 


VI-93 


1391 


475 


VI-95 i 


915 


374 


VI-96 


1392 | 


476 


VII-02 


547 


Missing 


VH-03 


548 


Missing 


vn-04 


549 


Missing 


VII-05 


550 


Missing 


VII-06 


551 


Missing 


vn-07 


552 


Missing 


VII-08 


553 


Missing 


VII-09 


554 


Missing 


VIMO 


555 


Missing 


vn-n 


556 


Missing 


vn-12 


557 


Missing 
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VII-14 


558 


Missing 


VII- 15 


559 


Missing 


VII-17 


560 


169 


VIM8 


561 


170 


VII-19 


562 


171 


VII-20 


563 


172 


VII-21 


564 


173 


VII-22 


565 


174 


VII-23 


566 


175 


VII-24 


567 


176 


vn-25 


1397 


480 


VII-26 


250 


5 


vn-27 


568 


177 


VH-28 


569 


Missing 


VII-29 


570 


178 


VII-32 


571 


179 


VII-33 


572 


180 


VII-34 


573 


Missing 


vn-35 


574 


181 


VII-36 


575 


182 


VII-39 


576 


183 


VII-40 


577 


184 


vn-4i 


578 


185 


vn^2 


579 


186 


VII-43 


580 


187 


vn-44 


581 


188 


VII-45 


582 


189 


VD-46 


583 


190 


VII-47 


1200 


415 


VII-48 


584 


Missing 


VIW9 


585 


191 


VII-50 


586 


192 



VII-52 


587 


193 


VII-53 


588 


194 


VII-54 


589 


195 


VII-55 


590 


196 


VII-57 


591 


197 


VII-58 


592 


198 


VII-59 


593 


199 


VII-62 


594 


200 


VII-63 


595 


201 


VH-64 


596 


202 


vn-65 


597 


203 


VII-66 


598 


204 


VII-67 


139? 


481 


VII-71 


599 


205 


VII-72 


600 


206 


VII-73 


601 


207 


VII-74 


602 


208 


vn-76 


603 


209 ! 


VII-77 


604 


Missing 


VU-80 


605 


210 


VII-81 


606 


211 


vn-82 


607 


212 


VU-83 


608 


Missing 


VTI-84 


609 


213 


VII-86 


1453 


487 


VII-87 


610 


214 


VU-89 


611 


215 


VU-90 


612 


216 


VII-91 


613 


217 


vn-92 


614 


218 


V1I-93 


615 


219 


VII-94 


616 


Missing 
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VII-96 


617 


220 


VIII-09 


618 


221 


VIIMO 


619 


222 


VIIM1 


620 


Missing 


VIII- 12 


621 


223 


VIII- 13 


622 


224 


VIII-15 


623 


Missing 


vm-16 


624 


225 


VIII- 17 


625 


226 


vin-i8 


626 


227 


VIII-19 


627 


228 


vra-20 


628 


229 


VIII-21 


629 


230 


VIII-22 


1455 


Missing 


VIII-23 


630 


231 


VIII-24 


631 


232 


VIU-25 


632 


233 


VIH-26 


, 1456 


489 


VIII-27 


633 


234 


vra-28 


634 


235 


VIII-29 


635 


236 


VIII-30 


636 


237 


vm-3i 


637 


238 


vm-32 


638 


239 


Vin-33 


639 


240 


vm-34 


640 


Missing 


VIH-36 


641 


241 


VIII-37 


642 


242 


VIII-38 


643 


243 


VIII-40 


644 


244 


VIII-41 


645 


245 


VIII-42 


646 


246 



VIIM3 


647 


247 


VIII-45 


648 


248 


vm^6 


649 


249 


VIII-47 


650 


250 


VIIM8 


651 


251 


VIII-50 


652 


252 


vm-51 


653 


253 


1 VID-53 


654 


254 


VIII-54 


655 


255 


VIII-55 


656 


256 


VIII-56 


657 


257 


vra-57 


658 


258 


VUI-58 


659 


Missing 


VIII-59 


660 


259 


VIII-60 


661 


260 


VIII-61 


662 


Missing 


VHI-64 


663 


261 


vm-65 


664 


Missing 


vra-66 


665 


262 


Vin-67 


666 


263 


vin-68 


667 


Missing 


vm-69 


668 


Missing 


vm-70 


669 


264 


vra-7i 


670 


265 


Vin-72 


671 


266 


VUI-73 


672 


267 


VUI-74 


673 


268 


vm-75 


674 


269 


vm-76 


675 


270 


vra-77 


676 


271 


VUI-78 


677 


Missing 


VID-79 


678 


Missing 
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X JPTT1 OZ\ 

VIII-80 


679 


0*70 

z/z 


X-07 


OAO 


JZo 


X-15 


O 1 A 

814 


lOO 

3ZV 


X-20 


on 

817 




X-29 


821 


ii i 


X-34 


825 


332 


X-46 


833 


Oil 

333 


X-54 


837 


10 A 

334 


X-56 


839 


335 


X-6S 


1207 


421 


X-72 


849 


336 


X-73 


1208 


422 


X-94 


860 


337 


XI- 13 


1209 


423 


XI-37 


1460 


490 


XI-43 


1210 


424 


XI-67 


1211 


425 


XI-81 


1212 


426 


XII-07 


1213 


427 


XII-35 


1214 


428 


XII-36 


1215 


429 


XII-59 


1216 


430 ; 


XII-65 


1028 


381 


XII-92 


1217 


431 


XIII-03 


917 


375 


XIII-04 


1218 


432 


XIII- 19 


1219 


433 


XIII-24 


926 


376 


XIII-51 


938 


377 



XIII-52 


939 


378 


VITT All 


947 


379 


A1U-65J 




380 


VITT QQ 

XIll-oo 


IZZU 


434 


VITT CM 


rzzi 


435 ' 


AV-ZZ 


1099 


o oo 

388 


XV-24 


1101 


Missing 


XV-25 


1224 


436 


XV-42 


1108 


Missing 


XV-62 


1226 


437 


XV-64 


1118 


390 


XV-84 


1125 


391 


XVI- 19 


1228 


438 


XVI-36 


1056 


382 


XVI-53 


1230 


439 


XVI-60 


1071 


383 


XVI-66 


1074 


384 


XVI-74 


1081 


385 


XVI-76 


1083 


386 


XVI-77 


1084 


387 


XVII-31 


1139 


392 


xvn-40 


1231 


440 


XVII-48 


1148 


393 


XVII-76 


1160 


394 


xvn-87 


1165 


395 | 


xvn-95 


1172 


396 
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Note 

Sequences not available for sequence IDs in Table 1, and corresponding sequence IDs in Tables 2 and 4. 

298, 301, 305, 307, 312, 317, 318, 319, 320, 332, 333, 334, 336, 340, 341, 342, 343, 344, 345, 346, 347. 
348, 349, 350, 351, 352, 353, 354, 355, 356, 357, 358, 359, 367, 372, 375, 376, 377, 379, 385, 392, 393, 
404, 437, 439, 440, 443, 444, 445, 449, 455, 457, 465, 466, 467, 468, 470. 486, 498. 501, 511, 514, 516, 
517, 520. 522. 528. 531. 535. 547. 548. 549, 550, 551. 552, 553, 554, 555. 556, 557, 558, 559, 573, 584, 
604, 608, 616, 620, 623, 640, 659, 662. 664. 667. 668. 673, 677, 678. 679, 681, 695, 702, 712, 716, 825, 
886, 894, 902, 909, 916, 1101, 1108, 1109, 1177, 1187, 1193, 1204, 1220, 1239, 1255, 1256, 1342, 1347, 
1354, 1357, 1362, 1363, 1364, 1373, 1375. 1379. 1403. 1404, 1405, 1406, 1413 
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Table 2a 

List of informative probes for diagnosis of breast cancer 



Clone ID 


Sequence 
ID 


SEQ ED NO. in 
sequence listing 




Clone ID 


Sequence 

HJ 


SEQ ID NO. in 
sequence listing 


1-24 


308 


1 1 








319 


1-28 


310 


13 




TV *7*7 


785 


325 


1-30 


1 180 


398 




V-l 1 


1 188 


404 


1-52 








V-32 






1-54 


1181 


399 




V-39 






n-4i 


397 


60 




V-55 


77 


499 


H-70 


424 


86 




V-80 


726 


311 


H-87 


441 


100 




V-94 






m-06 


458 


109 




VI-07 


93 


1 


ra-20 


1183 


401 




VT-34 






ra-40 


488 


132 




VI-41 






m-57 


504 


145 




VI-48 


891 


355 


m-60 








VI-49 






ra-6i 


507 


148 




VI-52 






ra-89 


530 


165 




VI-55 


897 


359 


IV-14 


684 


275 




VI-65 






IV- 15 


1185 


402 




VI-70 


108 


2 


IV-26 


1186 


403 




Vl-72 






IV-32 


688 


279 




VI-78 






IV-41 








VI-84 






IV-53 


61 


498 




\T~n _r\'x 


i iyo 




IV-62 








vn-15 


1199 


414 


IV-69 


192 


4 




VH-32 


571 


179 


IV-80 


701 


291 




VH-39 


576 


183 


IV-82 


196 


missing 




VH-47 


1200 


415 


IX-10 


736 


314 




vn-48 


1201 


416 


IX-12 








vn-60 






IX-38 


757 


317 




vn-73 


601 


207 
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VII-77 


1203 


418 




XII-27 






VII-90 


612 


216 




XIL-31 






vni-20 


628 


229 




XII-32 






vm-29 


635 


236 




XII-35 


1214 


428 


vni-30 


636 


237 




XII-36 






vm-3i 


637 


238 




xn-52 






vni-39 








xn-59 


1216 


430 


vm-44 








XIII-19 


1219 


433 


VIII-46 


649 


249' 




XTEI-29 






vm-48 


651 


251 




XIII-52 


939 


378 


vm-66 


665 


262 




XHI-62 






VHI-74 








XIII-84 






V1H-76 


675 


270 




XIII-92 


1221 


435 


X-04 








XV-18 






X-07 


808 


328 




XV-22 


1099 


388 


X-15 


814 


329 




XV-24 






X-29 


821 


331 




XV-25 


1224 


436 


X-34 








XV-28 






X-35 








XV-34 






X-54 


837 


334 




XV-42 






X-56 


839 


335 




XV-68 






X-68 


1207 


421 




XV-74 






X-72 


849 


336 




XV-93 






X-94 


860 


337 




XV-94 






XI-07 








XV-96 






XI-13 


1209 


423 




XVI-36 


1056 


382 


XI-50 








XVI-53 


1230 


439 


XI-58 








XVI-59 






XI-81 


1212 


426 




XVI-66 


1074 


384 


XH-07 


1213 


427 




XVI-76 


1083 


386 


xn-i7 








XVI-77 


1084 


387 


XH-26 








XVH-07 


- 
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XVII-08 






XVII- 17 






XVII-28 






XVII-29 






XVII-31 


1139 


392 


XVU-36 






XVII-39 






xvn-40 


1231 


440 


XVII-48 


1148 


393 ' 


XVII-55 






XVII-58 






XVII-67 






XVII-72 






xvn-76 


1160 


394 


xvn-82 






XVII-87 


1165 


395 


xvn-95 


1172 


396 
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Table 2b 

List of sequences of probes informative for breast cancer 



Please see the note at the bottom of Table 1 . Some sequences are missing. 



Clone ID 


Sequence 
ID 


SEQ ID NO. in 
sequence listing 




Clone ID 


Sequence 
ID 


SEQ ID NO. in 
sequence listing 


1-13 


1331 


444 




n-33 


390 


55 


1-14 


1178 


397 




n-34 


391 


56 


1-24 


308 


11 




H-41 


397 


60 


1-25 


309 


12 , 




n-42 


398 


61 


1-28 


310 


13 




n-46 


401 


64 


1-30 


1180 


398 




n-47 


1338 


449 


1-37 


1440 


482 




n-48 


403 


66 


1-42 


1332 


445 




n-52 


406 


68 


1-48 


321 


19 




n-57 


411 


73 


1-54 


1181 


399 




n-58 


412 


74 


1-60 


327 


25 




n-59 


413 


75 


1-72 


1335 


446 




n-60 


414 


76 


1-81 


338 


31 




n-6i 


415 


77 


1-82 


339 


32 




n-62 


416 


78 


1-86 


1336 


447 




n-64 


418 


80 


1-88 


1182 


400 




11-67 


421 


83 


1-95 


1337 


448 




n-69 


423 


85 


n-02 


360 


33 




n-70 


424 


86 


II-03 


361 


34 




n-74 


428 


90 


H-06 


364 


36 




n-80 


434 


96 


H-07 


365 


37 




n-82 


436 


98 


n-io 


368 


39 




n-84 


438 


99 


n-21 


378 


45 




n-87 


441 


100 


n-23 


380 


46 




n-88 


442 


101 


H-24 


381 


47 




n-96 


450 


105 


n-25 


382 


48 




ni-oi 


452 


106 


n-27 


384 


50 




ra-02 


453 


107 
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111-06 


458 


109 




111-64 


510 


151 


m-08 


460 


111 




1H-66 


512 


1 59 


ni-12 


463 


114 




m-67 


513 


153 
1 


ni-i3 


464 


115 




111-70 


515 


154 


III- 17 


1344 


450 




in-74 


518 


155 
1 j j 


in- is 


469 


1 16 




ni-75 


519 


156 


ni-20 


1 183 


401 




ni-78 


521 


1 57 

X J i 


ni-21 


471 


117 




ni-80 


523 


1 5ft 

1 JO 


111" £*J 


47^ 


110' 

117 




ni-8i 


594 


1 5Q 
1 _>y 


TTT-24 

111 


474 


120 




ni-82 


1 j~±o 


451 


XXX— 


47 c 


191 








1 A 1 


X±X—£*\J 


47A 


1 




111 ou 


597 


1 AO 


. XXX— 4 I 


477 
*x / / 






TTT-ftft 
in 00 


590 


10jt104 




47ft 
*x # O 


1 94 




TTT-ftO 

XXX'- O7 


5^n 


1 


TTT-90 


470 


1 9^ 




TTT-09 






AJJ." 


4ft 9 


1 97 




111 7 j 


5^9 


1 00 


111— ->J> 


4ft ^ 


1 9ft 




TT7-Q5 
111 7 j 


5^4 


1 Aft 
1 DO 


TTT-^5 
in j j 


4ft 5 






ni-96 


1 ~j -t 


45^ 


111 J .7 


4ft7 


1^1 




IV-04 


682 


97^ 


TTT-40 

JL11— tV 


4ftft 

TOO 


1 ^9 
1 j^ 




IV- 1 3 

1 ▼ 1 ~J 


683 


974 
& # «x 


TTT-49 


4ftO 


1 M 

1 D~> 




IV-14 


684 


975 




40 9 


1^5 

1 J J 




IV- 15 


1 185 


409 




40^ 


1 




rv-17 


685 


276 


TTT-47 


4Q4 

*xyx 


1 ^7 




IV-23 


1 


454 


in-48 


4Q5 


1 ^ft 

1 JO 




IV-26 


1 186 


40^ 


TTT-56 




144 

1 "X"X 




iv-31 


687 


278 


m-57 


504 


145 




IV-32 


688 


279 


ni-58 


505 


146 




IV-35 


1355 


455 


m-59 


506 


147 




IV-37 


G6 


497 


ra-61 


507 


148 




IV-38 


689 


280 


m-62 


508 


149 




IV-42 


691 


282 


m-63 


509 


150 




IV-43 


1239 


441 
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IV-47 


693 


284 




V-12 


711 


301 


IV-53 


61 


498 




V-17 


1364 


459 


rv-6i 


696 


286 




V-24 


714 


303 


IV-64 


697 


287 




V-25 


1365 


460 


IV-69 


192 


4 




V-28 


1189 


405 


IV-72 


699 


289 




V-35 


1366 


461 


IV-80 


701 


291 




V-38 


1190 


406 


IV-82 


196 


Missing 




V-39 


1109 


389 


IV-85 


702 


292' 




V-41 


718 


305 


IV-93 


1360 


457 




V-47 


1368 


463 


IV-96 


705 


295 




V-49 


1369 


464 


IX- 10 


736 


314 




V-55 


77 


499 


IX- 12 


738 


A^issinc 




V-57 


720 


307 


IX- 13 


739 


315 




V-58 


1370 


465 


TX-24 


747 


316 




V-61 


721 


308 


DC-38 


757 


317 




V-64 


722 


309 


IX-39 


758 


318 




V-65 


1371 


466 


DC-48 


764 


319 




V-68 f 


1448 


484 


IX-50 


766 


320 




V-71 


1495 


496 


IX-56 


768 


321 




V-74 


724 


310 


DC-62 


773 


322 




V-75 


1372 


467 


DC-65 


776 


323 




V«80 


726 


311 


EX-72 


782 


324 




V-90 


1374 


468 


IX-77 


785 


325 




VI-03 


864 


338 


IX-91 


796 


326 




VI-04 


865 


339 


IX-96 


801 


327 




VT-07 


93 


1 


V-01 


1361 


458 




VI-08 


867 


340 


V-03 


706 


296 




VI-09 


1378 


469 


V-04 


707 


297 




VI- 12 


869 


341 


V-07 


708 


298 




VI- 13 


870 


342 


V-08 


709 


299 




VI-14 


871 


343 


V-ll 


1188 


404 




VI-16 


873 


344 
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VI-19 


875 


345 


VL-20 


876 


346 


VI-21 


1380 


470 


VI-23 


878 


347 


VI-24 


879 


348 


VT-25 


1192 


408 


VI-26 


881 


349 


VT-32 


885 


351 


VI-39 


887 


352' 


VI-43 


1382 


471 


VT-44 


1193 


409 


VI-45 


889 


353 


VI-48 


891 


355 


VI-49 


892 


501 


VT-50 


893 


356 


VI-53 


895 


357 


VI-55 


897 


359 


VI-58 


899 


361 


VI-66 


903 


363 


VI-67 


904 


364 


VI-70 


108 


2 


VI-71 


1387 


472 


VI-74 


905 


365 


VI-75 


906 


366 


VI-76 


907 


367 


VI-77 


110 


3 


VI-79 


1389 


473 


VI-80 


908 


368 


VI-85 


910 


369 


VI-87 


911 


370 


VI-88 


912 


371 


VI-90 


1390 


474 



VI-93 


1391 


475 


VI-95 


915 


374 


VI-96 


1392 


476 


VII-02 


1195 


410 


vn-03 


1196 


411 


vn-06 


1394 


477 


vn-08 


1197 


412 


vn-09 


1 198 


413 


vn-io 


1395 




vn-ii 


1396 


470 


vn-i5 


1 1QQ 


41 A. 


vn-i7 




1 ftQ 

1 \Jzf 


vn-i9 






vn-2i 




1 








VII-23 




1 7*^ 


VII-24 




17** 

I/O 


VII-25 


1397 




VII-26 


250 




VII-27 


568 


177 


VII-29 


570 


17ft 


VII-32 


571 


170 


VII-33 


572 


IftO 


VDL-36 


575 


182 


VII-39 


576 


183 

• 


vn-4i 


578 


185 


VII-42 


579 


186 


VH-43 


580 


187 


VH-46 


583 


190 


VH-47 


1200 


415 


vn-48 


1201 


416 


VD-49 


585 


191 
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VTI-54 


589 


195 




VUI-27 


633 


234 


VH-57 


591 


197 




VHT-28 


634 


235 


VH-58 


592 


198 




VTJI-29 


635 


236 


VII-59 


593 


199 




vm-30 


636 


237 


VII-62 


594 


200 




VTH-31 


637 


238 


VH-63 


1202 


417 




VUJ-32 


638 


239 


VTT-A4 

V X-l V* 


5QA 






VTJJ-33 




040 


VTT-AA 
V 11— oo 


son 


OAA 






1 OAA 


AID 


vtt_a7 
v 11— o / 


1 ^OQ 


AQ1 ' 




V XXX __/0 


A4^ 




VTT 70 


Ann 


OAA 






A.AA 


OAA 
^*Hl 


\7TT 7^ 


OLr x 


OA*7 




V 111 - Tt 1 


0**J 


OA*^ 


\7TT 7*7 
Vll-/ / 


i oa^i 


41o 




\7TTT_AA 
V11JL— *xO 


AAO 


OAO 


\7TT QA 


OUD 


0 1 A 




VTTT-Aft 
Vlll— tO 


A^l 

o_>i 


O^l 


\7TT_QO 


AA7 


OI o 




VTTT-*;*? 


A** A 


O^A 


\7TT OA 


1 A^ri 






\/TTT_IC'7 

vin— 3 / 




O^Q 
ZDo 


\7TT Q"7 

Vii-o / 


A 1 A 
OlU 






VTTT <\Q 

viii— _>y 


AAA 


O^O 


\7TT on 


O 1 z 


O 1 A 




VTTT-AA 
V 111 — OU 


AA 1 


OAA 


V 11~V 1 


AIO 


017 
^1 / 




VTTT-A1 






\7TT OO 


A 1 A 


910 




VTTT-A4 


AA^ 

UUJ 


OA1 

x.U X 


VTT 


A1 S 


OIO 




VTTT-AA 

V XXI \J\J 






\7TT OA 
Vll-VO 


Al 7 


oon 




V XXX.— / J 


A79 


9A7 


\7TTT_AQ 


AIR 
O 1 o 






VTTT-74 






\7TTT 1 A 


A 1 O 






VTTT-7A 

V XXX I \J 


A7** 


970 


V 111 - i j 


AOO 


ooa 




VTTT-80 

V XXX Ov 


670 


272 


V7TTT-1 A 
VU1 1 o 


AO/1 


oos 






808 


328 


\7TTT_9n 


AOft 


OOO 




X-15 


814 


329 


VTTT-21 

V ill Ai 2 


A9Q 


230 




X-20 


817 


330 


VHi-22 


1455 


Missing 




X-29 


821 


331 


vm-23 


630 


231 




X-34 


825 


332 


VHI-24 


631 


232 




X-46 


833 


333 


vm-25 


632 


233 




X-54 


837 


334 


Vin-26 


1456 


489 




X-56 


839 


335 
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X-68 


1207 


421 


X-72 


849 


336 


X-73 


1208 


422 


X-94 


860 


J 337 


XI-13 


1209 


1 423 


XI-37 


1460 


490 


XI-43 


1210 


1 424 


XI-67 


121 1 


1 495 


XI-81 


1212 


1 426' 


XII-07 


1213 


1 427 




1 914 


1 49R 


XH-36 


1215 


490 


XII-5Q 






XII-65 


1028 


381 


XTI-02 


1 ?1 7 


: 431 


xni-03 


917 


375 


xni-04 


1218 


432 


xin-19 


1219 


433 


XIII-24 


926 


376 


xm-51 


938 1 


377 


xni-52 


939 


378 


XHI-67 


947 1 


379 


XIH-69 


949 


380 


XIII-88 


1220 


434 


XHT-92 


1221 1 


435 


XV-22 


1099 


388 


XV-24 


1101 1 


Missing 


XV-25 


1224 


436 


XV-42 


1108 | 


Missing 


XV-62 


1226 J 


437 


XV-64 


1118 | 


390 


XV-84 


1125 | 


391 



XVT-19 


1228 


43ft 


XVI-36 


1056 




XVI-53 


1230 




XVI-60 


1071 


3ft3 


XVI-66 


1074 


384 


XVI-74 


1081 




XVI-76 


1 Ofi3 


3S*i* 


YVT-77 


1 flft4 




xvn-31 


1 139 


300 


xvn-4o 


1231 


440 


XVH-48 


1148 


393 


xvn-76 


1160 


394 


XVH-87 


1165 


395 


XVH-95 


1172 


396 
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Table 3 



List of informative probes (Clone ID) selected for breast cancer diagnosis based on their 
occurrence critrion during selection 



Occurrence* 


Clone ID 


100% 


XI-8, XVI-66, VIII-66, XVI-59, VH-03, XIII- 19, XH-35, X-35, XI-50, 

xn-26, iv-53, xin-29, xra-62, mo, m-06, xv-22, xv-94, vn-i 5, 

Vn-39, DC-39, XVn-39, HI-40, VII-32 


90% 


1-52, VI-65, VI-34, IV-62, XV-34, XVTI-58, V-l 1, VT-78, XII-36, XTTT- 
92, Vm-29, XVI-53, XVI-77, XI-13, XIII-84, IV-14, XII-31, V-80, 
VII-48, XVH-29, XVH-72 


80% 


m-60, Vm-74, IX-12, X-04, XHI-52, Vni-30, IX-38 


70% 


VT-49, X-29, Vni-48 


60% 


IV-82, IX-10, VI-52, X-68, VH-77 


50% 


IV- 15 


40% 


XV-28, 11-70, V-55 


30% 


xvn-i7, xvn-67 


20% 


XI-58, XVI-36, VTII-39, Vm-44, ID-61, IV-69, XV-68, X-72 


10% 


DC-42, IX-77, X-94, XV-96, XVH-55 


5% 


XH-59, XVI-76, 1-54, XV- 18, V-94, X-54, VI-07, VH-47, XVH-31, 
XVn-87, XVII-48 


In at least one model 


n-41, vi-41, m-57, in-89, vn-73, xv-25, iv-26, x-34, iv-41, vn- 

90, XV-42, XVII-82, XH-27, VHI-20, 1-28, VQ-60, VHI-76, HI-20, VI- 
84, XI-07, XVn-28, XII- 17, XVH-36, XH-52, XVH-76, VDI-46, VI- 
70, XV-74, XV-93, VHI-31, 11-87, V-39, VI-55, X-07, X-15, XII-07, 
XVH-07, XVU-08, XVn-95, 1-24, rV-32, V-32, VI-48, VI-72, IV-80, 
DC-48, X-56, XV-24, XII-32, XVH-40 



*100% = Genes appearinig in all the 75 cross validated models; 

90% = Additional genes appearing in at least 68 out of 75 cross validated models; 
5% = Additional genes appearing in at least 4 out of 75 cross validated models and so on. 
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Table 4a 

List of informative probes for diagnosis of Alzheimer disease 



Clone ID 


Sequence ED 






Clone ID 


Sequence ID 




1-01 


- 


- 




11-84 


438 


99 


1-02 


- 


- 




11-88 


442 


101 


1-13 


- 


- 




11-90 


- 


- 


1-21 


- 


- 




n-94 


448 


104 


1-34 


313 


15 




m-02 


453 


107 


1-37 


- 


- 




m-05 


- 


- 


1-42 


- 


- 




m-06 


458 


109 


1-58 


326 


24 




in-08 


460 


111 


1-71 


- 


- 




m-io 


- 


- 


1-72 




- 




m-i3 


464 


115 


1-86 


- 


- 




ra-i5 


- 


- 


1-95 


- 


- 




in- 17 


- 


- 


H-03 


361 


34 




HT-23 


473 


119 


H-05 


363 


35 




m-26 


476 


122 


n-06 


364 


36 




m-35 


485 


130 


n-io 


368 


39 




m-39 


487 


131 


11-24 


381 


47 




ra-43 


490 


500 


n-25 


382 


48 




m-44 


491 


134 


n-26 


383 


49 




m-53 


500 


142 


11-33 


390 


55 




m-56 


503 


144 


n-34 


391 


56 




m-60 






n-42 


398 


61 




m-63 


509 


150 


n-47 








ra-68 






n-57 


411 


73 




m-74 


518 


155 


n-6i 


415 


77 




m-80 


523 


158 


n-69 


423 


85 




m-82 






11-75 


429 


91 




ni-85 


526 


161 


n-83 








m-92 
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111-96 


- 


- 




1 V-68 






IV-23 


- 


_ 




| V-71 


_ 




IV-26 




- 




| V-75 


_ 




IV-29 


- 






V-79 


_ 




IV-31 


687 


27S 




| V-80 


726 


311 


IV-34 


- 


- 




| V-90 


_ 




IV-35 


- 


_ 




| V-91 


_ 




IV-45 


- 


_ 




| V-92 


_ 




IV-80 


701 


291 




J VI-02 






IV-82 








VI-04 


865 


339 


IV-93 




_ 




j VI-09 






V-Ol 


_ 







J VI-10 






V-02 








| VT-12 


869 


341 


V-03 


706 


296 




| VI- 14 


871 


343 


V-04 


707 


297 




VI- 17 






V-06 


_ 






VI-20 


876 


346 


V-07 


708 


298 




VI-21 






V-12 


711 


301 




VI-23 


878 


347 




V-15 




_ 




VI-41 






V-17 


_ 






VI-42 






V-21 


_ 






VI-43 






V-25 








VI-44 







V-35 


_ 






VI-48 


891 


355 


V-42 




_ 




VI-49 






V-43 




_ 




VI-50 


893 


356 


V-47 








VI-53 


895 


357 


V-49 


- 


- 




VI-71 






V-52 








VI-74 


905 


365 


V-54 








VI-76 


907 


367 


V-58 








VI-78 






V-59 








VI-79 






V-65 








VI-87 


911 


370 
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VI-88 


912 


371 




vn-9i 


613 


217 


VT-90 


_ 


_ 




VII-93 


615 


219 


VI-93 








vm-oi 


_ 




VI-95 


915 


374 




vm-02 


_ 




VI-96 








vra-03 






VII-02 








vm-06 






VII-03 








vm-09 


618 


221 


vn-06 








vra-io 






vn-io 




w 




vm-i5 






VII- 11 








vm-22 






vn-i9 


562 


171 




V1II-26 






VH-21 


564 


173 




vra-28 


634 


235 


vn-25 








vra-30 


636 


237 


vn-36 


575 


182 




vm-32 


638 


239 


VII-42 


579 


186 




vm-33 


639 


240 


VH-43 


580 


187 




vm-4i 


645 


245 


VII-46 


583 


190 




vm-42 


646 


246 


VH-59 


593 


199 




VHI-48 


651 


251 


vn-63 


595 


201 




vm-58 






vn-66 


598 


204 




vm-64 


663 


261 


VH-67 








vm-65 






VH-72 


600 


206 




vm-67 


666 


263 


vn-73 


601 


207 




VIH-78 






VH-75 








VIII-82 






VI-02 








vm-83 






VT-04 


866 


MISSING 




vm-85 






VI-09 








VIII-87 






VI-10 








vm-9i 






VI-12 


873 


344 




vm-92 






VI-14 


875 


345 




vm-93 






V-17 








vm-95 
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Table 4b 

List of sequences of probes informative for Alzheimer disease 
Please see the note to Table 1 



Clone ID 


Sequence 




1-09 


298 


Missing 


MO 


299 


6 


1-15 


300 


7 


1-16 


301 


Missing 


1-17 


302 


; 8 


1-19 


304 


9 


1-20 


305 


Missing 


1-22 


306 


10 


1-23 


307 


Missing 


1-24 


308 


11 


1-25 


309 


12 


1-28 


310 


13 


1-31 I 


311 


14 


1-32 


312 


Missing 


1-34 


313 


15 


1-38 


314 


16 


1-39 


315 


17 


1-40 


316 


18 


1-44 


317 


Missing 


145 


318 


Missing 


1-46 


319 


Missing 


1-47 


320 


Missing 


1-48 


321 


19 


1-49 


322 


20 


1-53 


323 


21 


1-56 


324 


22 


1-57 


325 


23 


1-58 


326 


24 



Clone ED 


Sequence ID 




1-60 


327 


25 


1-64 


328 


26 


1-67 


330 


27 


1-69 


331 


28 


1-71 


332 


Missing 


1-72 


333 


Missing 


1-73 


334 


Missing 


1-77 


335 


29 


1-79 


336 


Missing 


1-80 


337 


30 


1-81 


338 


31 


1-82 


339 


32 


VI-02 


340 


Missing 


VI-03 


341 


Missing 


VI-04 


342 


Missing 


VI-06 


343 


Missing 


VI-07 


344 


Missing 


VI-08 


345 


Missing 


VI-09 


346 


Missing 


VI-11 


347 


Missing 


VI-18 


348 


Missing 


VI-19 


349 


Missing 


VI-20 


350 


Missing 


VI-21 


351 


Missing 


VI-22 


352 


Missing 


VI-25 


353 


Missing 


VI-26 


354 


Missing 


VI-27 


355 


Missing 
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VI-31 


356 


Missing 


VI-33 


357 


Missing 


VI-35 


358 


Missing 


VI-48 


359 


Missing 


II-02 


360 


33 


11-03 


361 


34 


11-05 


363 


35 


11-06 


364 


36 

•JVM 


11-07 


36S 


' 37 


II-08 


366 


38 




367 

30 / 


lV1100lll£ 


TT-1 ft 




3Q 


11-1 1 


'ZAQ 


AO 


TT-1? 


37ft 


41 

*T 1 


TT-1 "1 
11-13 


371 
3 1 1 


49 


TT-1 4 

11 A** 


379 


Ariiaoing 


TT-1 S 

11 1 *J 


373 


43 
*tJ 




374 

3 /** 


44 


IT- 17 
ii i /. 


375 


1V1 UJIIIK 


TT-1 8 

11 1 o 


376 




IT-20 

11 


377 

3 # / 


iYJLlOOlUg 


11-21 


378 


45 


11-22 


379 


ITllOOLLJ^ 


11-23 


380 


46 


11-24 


381 


47 


11-25 


382 


48 


11-26 


383 


49 


11-27 


384 


50 


11-28 


385 


Missing 


11-29 


386 


51 


11-30 


387 


52 


H-31 


388 


53 



11-32 


389 


54 


II-33 


390 


55 


U-34 


391 


56 


H-35 


392 


l Tl lO 0 Ul£^ 


11-37 


393 




II-38 


394 


S7 
3 / 


1T-39 


3QS 

33*3 


JO 


II-40 


306 


32/ 


TT-41 


3V / 


OU 


TT-/4Q 




Ol 


1I-H3 


3i/y 


/CI 


TT-44 
ll-*t*» 


4nn 


03 


11 -HO 


4U1 


04 


11-**/ 




03 


II-*fO 


4U3 


oo 






Missing 


tt 

ll-3\/ 


*HJ3 


A7 


11— JZ 




Oo 


ft S3 

11-33 


4fY7 


/CO 
Of 


TT-S4 

11 3*T 


WO 


7ft 


TT 

11-33 


4ftQ 


71 
/ 1 


TT-S6 


4in 


79 
/ ^ 


TT S7 

11-3 / 


41 1 
*rl 1 


7^ 
/3 


TT Sft 

11-30 


419 


74 




4.13 

*rl J 


7S 

/ 3 




414 


76 


11-61 


415 


77 


11-62 


416 


78 


D-63 


417 


79 


n-o4 


418 


80 


11-65 




81 


11-66 


420 j 


82 
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11-67 


421 


83 


11-68 


422 


84 


11-69 


423 


85 


11-70 


424 


86 


11-71 


425 


87 


11-72 


426 


88 


11-73 


427 


89 


11-74 


428 


90 


11-75 


429 


' 91 


H-76 


430 


92 


II-77 


431 


93 


11-78 


432 


94 


0-79 


433 


95 


11-80 


434 


96 


n-8i 


435 


97 


11-82 


436 


98 


11-83 


437 


Missing 


11-84 


438 


99 


11-85 


439 


Missing 


11-86 


440 


Missing 


II-87 


441 


100 


H-88 


442 


101 


II-89 


443 


Missing 


11-90 


444 


Missing 


n-9i 


445 


Missing 


11-92 


446 


102 


11-93 


447 


103 


11-94 


448 


104 


11-95 


449 


Missing 


11-96 


450 


105 


111-01 


452 


106 


in-02 


453 


107 



111-03 


454 


108 


111-04 


455 


Missing 


111-05 


457 


Missing 


111-06 


458 


109 


111-07 


459 


110 


111-08 


460 


111 


111-09 


461 


112 


III-ll 


462 


113 


111-12 


463 


114 


ni-i3 


464 


115 


III- 14 


465 


Missing 


111-15 


466 


Missing 


ni-16 


467 


Missing 


m-17 


468 


Missing 


m-18 


469 


116 


IIM9 


470 


Missing 


m-2i 


471 


117 


111-22 


472 


118 


m-23 


473 


119 


ra-24 


474 


120 


111-25 


475 


121 


ni-26 


476 


122 


111-27 


477 


123 


in-28 


478 


124 


ra-29 


479 


125 


in-3i 


481 


126 


ni-32 


482 


127 


111-33 


483 


128 


in 34 


484 


129 


ra-35 


485 


130 


ra-37 


486 


Missing 


111-39 


487 


131 
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111-40 


488 


132 


111-42 


489 


133 


111-43 


490 


1 500 


111-44 


491 


134 


111-45 


492 


135 


111-46 


! 493 


136 


111-47 


494 


137 


111-48 


495 


138 


111-49 


496 


' 139 


111-50 


497 


140 


111-51 


498 


\^ ice trio 


1TI-52 


499 


141 






14? 


111-54 


501 


1V1 lOOlllg, 


111-55 


502 




HI-56 


~J\JJ 


1*T*T 


111-57 


504 


145 


HI-58 


505 


146 


IEE-59 


506 


147 


111-61 


507 


148 


111-62 


508 


149 


111-63 


509 


150 


HI-64 


510 


151 


111-65 


511 


Missing 


111-66 


512 


152 


111-67 


513 


153 


111-69 


514 


Miss in 


111-70 


515 


154 


111-71 


516 


Missing 


IH-73 


517 


Missing 


111-74 


518 


155 


111-75 


519 


156 



IH-77 


520 


Missing 


111-78 


521 


13 / 


111-79 


522 


iviissmg 


111-80 




13o 


111-81 




1 SO 
13V 


111-83 




i An 

1CHJ 


111-85 




lOl 


TTT-KA 




1 /CI 


IIT-R7 




Missing 


- TTT-JUl 
Ul oo 




lo3/lo4 


TTT-RO 

111-07 




lo3 


TTT Ol 


331 


Missing 


111-V3 


33Z 


loo 


TTT Q/l 


333 


167 


TIT 


334 


168 


TTT Q/C 


333 


Missing 


V11H/Z 


347 


Missing 


V11-\Aj 


-Wo 


Missing 






Missing 


▼ 1 1.-1/ j 




Missing 




SSI 


Missing 


vn-07 




Miccmtt 
iVlloblllg 


▼ ll"VO 


333 


Missing 


VTI-09 




ivusoing 


VTT-IO 

V 11" IV/ 


333 


xvusoing 


VTT-1 1 

V 11- 1 1 


330 


iviissing 


▼ 11— 1 z. 


jj / 


IVllSSlIlg 


VIM4 


558 


Missing 


vn-15 


559 


Missing 


vn-n 


560 


169 


vn-18 


561 


170 


vn-19 


562 


171 
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VII-20 


563 


172 


VII-21 


564 


173 


VII-22 


565 


174 


VII-23 


566 


175 


VII-24 


567 


176 


VII-27 


568 


177 


VII-28 


569 


Missing 


VII-29 


570 


178 


VII-32 


571 


' 179 


VII-33 


572 


180 


VII-34 


573 


Miss in 


VII-35 


574 


181 


VII-36 


575 




VII-39 


576 


183 


VTI-40 


577 


184 


VII-41 


578 


185 


vn^2 


579 


186 


VII-43 


580 


187 


VII-44 


581 


188 


vn-45 


582 


189 


VII-46 


583 


190 


VII-48 


584 


Missing 


vnw9 


585 


191 


VII-50 


586 


192 


VII-52 


587 


193 


vn-53 


588 


194 


vn-54 


589 


195 


VII-55 


590 


196 


VII-57 


591 


197 


VII-58 


592 


198 


VII-59 


593 


199 


vn-62 


594 


200 



VI1-63 


1 SOS 


1 or* t 

1 201 


| VI1-64 


1 JTO 


1 o/v> 


I VII-65 


1 S07 


1 


1 T M.l—\J\J 


1 SQft 


1 204 


I VII-71 


1 SOO 


1 205 


VII-72 


1 iWl 
I ouu 


I 206 


1 VIT-7^ 


! ^ni 
1 


I 207 


1 VIT-74 

1 ▼ 11- /*f 


1 JCiY> 


1 208 


1 VTT 7A 


1 £J\1 
1 OUJ 


I 209 


1 VTT 77 


I 604 


j Missing 


I VTT CT> 
I V 11 oU 


j 605 


1 210 


1 \/Tt ot 
j VJJ-Ol 


I 606 


j 211 


1 Vil-OZ 


J 607 


212 


■ VTT 0^2 

) Vii-o3 


i 608 


Missing 


I \/fT OA 

| V 11-84 


609 


213 


1 VTT q~j 


610 


214 


1 VTT OQ I 


611 


215 


1 VTT on 1 


612 


216 


1 VTT Ol 1 


613 1 


217 


1 VTT GO 1 

I v u-yz. I 


XI A 1 

614 1 


218 


I VTT oa f 

1 v 11-50 I 


615 I 


219 


1 VTT-Qxi 1 


f*\$\ 1 
OlO | 


Missing 


1 " VTT OA f 


61 / f 


220 


1 VTTT-AO i 


61o 1 


221 


1 VTTT 1A 1 
| Vill-lU 1 


r in 1 

61V 1 


222 


1 VTTT 1 1 I 
I V 111- 11 1 




Missing 


i VTTT- 17 ! 


ozi i 


223 


1 vni-13 j 


622 | 


224 


| VIIM5 | 


623 | 


Missing 


VIIM6 | 


624 ) 


225 


j vm-i7 1 


625 | 


226 


vin-18 1 


626 j 


227 
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vnM9 

VIII-20 
VIII-21 

vin-23 

VIII-24 
VIII-25 
Vin-23 



vni-29 



vm-30 



vin-31 



VHI-32 



Vin-33 

vin-34 



VIII-36 



VIH-37 



VIII-38 



vm-40 

vra^i 

vra-42 

vm^3 

vm45 

vra-46 

vnM7 

vni-48 

vm-50 

vni-51 

Vffl-53 
VIII-54 
VIII-55 

vm-56 
vni-57 

VIII-58 



627 
628 



629 



630 
631 
632* 
634 
635 
636 



637 



638 



639 
640 



641 



642 



643 



644 



645 



646 
647 
648 
649 
650 
651 



652 



653 



654 



655 
656 
657 
658 



659 



228 
229 
230 



231 



232 



233 



235 
236 
237 
238 



239 



240 



241 



242 



243 



244 



245 
246 



247 



248 
249 
250 
251 



252 



253 



254 



255 
256 



257 



258 



Missing 



VIII-59 


oou 


259 


vni-60 


OOl 


260 


vni-6i 


OOZ 


Missing 


VIII-64 


003 


261 


VTTT-/*S 


004 


Missing 


VIII-66 


OCO 


j 1 262 | 




ooo 


263 J 


v iu-oo 


667 


Missing I 


v iii-oy 


668 


Missing 1 


v ill- /u 


669 


264 j 


v ill- / 1 


670 


265 j 


\7TTT *7T 
Y111-/Z 


671 


266 J 


\7TTT TO 
V 111-73 


672 


267 J 


X/TTT T A 

V 111-74 


673 


268 j 


\/¥T¥ TC 

V 111-/5 


674 


269 j 


\7TTT "tgr 

VIU-/0 


675 


270 J 


\/rn tt 
V 111-77 


676 


271 J 


\/TTT TO 
V 111-/1$ 


677 j 


Missing 1 


\7TTT TO 


678 


Missing 1 


Vlil-oU 


679 


272 I 


IV -UZ 


681 


Missing 1 




4COT 
OOZ 


273 J 


IV 11 
1 Y-1J 


*TOT 

683 


274 j 


TV 14 




275 I 


1 V-l / 


685 


276 | 


TV Oft 

1 v-zo 


686 


277 1 


i ▼ - Ji 


Oo / 


TTO 1 
j 


IV-32 


688 


279 | 


IV-38 


689 


280 | 


IV^tO 


690 


281 ( 


IV-42 


691 


282 | 


IV-44 


692 


283 | 
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693 


284 


IV-55 


694 


285 


IV-56 


695 


Missing 


IV-61 


696 


286 


IV-64 


697 


287 


IV-65 


698 


288 


IV-72 


699 


289 


IV-73 


700 


290 


J IV-80 


701 


'901 1 


] IV-85 


702 


207 1 


J IV-93 


703 


1<¥\ 1 


j IV-95 


704 


90d I 


I IV-96 


705 


90S f 


V-03 


706 


90fi 


! V-04 


707 


907 1 


I V-07 


708 


9051 

I 


1 V-08 


709 


900 1 


I V-09 


710 


300 

JXJKf I 


j V-12 


711 


301 1 


J V-18 


712 




V-20 


713 


302 1 


| V-24 


714 


303 1 


J V-37 


716 




j V^O 


717 


304 


| V-41 


718 


305 j 


| V-48 


719 


306 


| V-57 


720 


307 J 


| V-61 


721 


308 | 


| V-64 


722 


309 | 


1 V-65 


723 


Missing 1 




724 


310 | 


| V-80 


726 


311 1 



VI-Ol 


1 727 


312 


Vl-5/ 


f 728 


313 


VI-13 


I 870 


342 


\7T 1 >l 

V1-J4 


1 871 


343 


in |X 

Vl-Io 




344 


Vl-ZJ 


878 


347 j 


A/T 0.4 

VI-/4 


1 879 


348 | 


Vl-28 


j 883 


350 J 


VI-32 


| 885 


351 | 


VI-38 


1 886 


Missing 


VI-39 


I 887 


352 J 


VI-45 


j 889 


353 J 


VI-46 


j 890 


354 | 


VI-49 


892 


501 ] 


VI-50 


893 


356 j 


VI-52 


894 


Missing | 


VI-53 


895 


357 ( 


VI-54 


896 


358 j 


VI-55 


897 


359 j 


VI-57 1 


898 


360 { 


VI-58 j 


899 


361 


VI-63 1 


900 


362 


VI-65 


902 


Missing 1 


1 rw ^ r I 

VI-66 J 


903 


363 J 


VI-67 


904 


364 j 


VI-74 J 


905 


365 J 


VT-7S I 




366 


VI 76 | 


907 


367 | 


VI-80 1 


908 


368 j 


VI-81 | 


909 


Missing 


Vl-85 | 


910 


369 ] 


VI-87 j 


911 


370 j 
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| VI-88 


912 


371 




IV-45 


1 Ijjf 


Missing 


| VI-91 


913 


372 




IV-82 


1 7CQ 


A CAT 

j 456 


| VI-94 


914 


373 






1 1 

I IjOI 


458 


| VI-95 


915 


374 




V-02 


I i^/io 

1 IjOZ 


Missing 


| VI-96 


916 


Missing 




V-06 


J 1 JOj 


Missing 


| H3 


1177 


Missing 




V-17 


I 1 T/Ot 


459 


| 1-14 


1178 


397 






1 1 

1 1JOD 


460 


J 1-30 


1180 


398 




V JJ 


1 1300 


461 


1-54 


1181 


' 399 






j 13o/ 


462 


j 1-88 


1182 


400 




\r_An 


1 Uoo 


463 


[ 111-20 


1183 


401 




V -t+zf 


1369 


464 


j IV-15 


1185 


402 




VOo 


1 1370 


465 


J IV-26 


1186 


403 




V 7^ 


j 1372 


467 


j rv-62 


1187 






v-/y 


j 1373 


Missing 


V-ll 


1188 


404 




v-yu 


1374 


468 


V-28 


1189 


405 






1375 


Missing 


1 V-38 


1190 


406 




V -zr** 


1376 


Missing 


! v " 45 


1191 


407 




VT-1H 
▼ i- i\j i 


1 1*70 


Missing 


| V-44 


1193 


409 




VT-41 1 


13ol 


Missing 


| VII-47 


1200 


415 




V I 


1 'JO') 

I Sol 


471 


j 1-42 


1332 


445 




VT-71 1 

V 1- / L 1 


138/ 


472 


j 1-52 


1333 


Missing 




VI-72 1 


1 JOO 


Missing 


j 1-86 


1336 


447 




VI-7Q 1 


non 
1 JoV 


A TJ 

4/3 


| 1-95 


1337 


448 




▼ A Z7\J 1 


lion 


AHA 
4/4 


| III- 10 


1342 


Missing 




Vl-91 1 




4 /j 


j HI-60 


1347 


Missing 




VTI-75 

» AM. 1 


nan 


4oU 


| 111-82 


1348 


451 




VII-60 1 


1398 




| 111-92 


1351 


452 




VII-67 | 


1399 


481 


j IV-23 


1353 


454 




VIII-22 | 


1403 


Missing 


1 IV-34 


1354 


Missing 




VHI-26 J 


1404 


Missing 


| IV-35 


1355 


455 




VIH-39 | 


1405 


Missing 


[ iv-4i 


1356 


Missing 




V1II-44 j 


1405 


Missing 
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T 1*7 
i-D 1 


1 AAC\ 

144U 


482 


V-3Z 


144 j 


Missing 


voz 


1 AA1 

144/ 


I 483 


v-oo 


1448 


484 


v-yz 


1449 


485 


V1-4Z 


1450 


486 


VI-78 


1452 


Missing 


VII-86 


1453 


487 


VII-88 


1454 


' 488 


IV-29 


1490 


491 


V-15 


1491 


492 


V-39 


1492 


493 


V-54 


1493 


494 


V-59 


1494 


495 


V-71 


1495 


496 
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TableS 



Diagnosis 


No. of women 


Normal/Benign 


42* 


DCIS 


3 


Invasive cancer 


26 



rrom one woman, whole blood was collected at weeks 1,2,3,4,5 following menstru 
rtence, the number of unique normal/benign samples tested in the experiment is 75. 



1 Sample 


AGE 


Stage 


Cancer type 


Size hist, 
(mm) 


Nodes 


j 1 


51 


n 


IDC 


20 


1/7 


1 2 


84 


n 


IDC 


22 


2/2 


1 3 


50 


I 


DCIS+ 
1 IDC 


>50 DCIS; 
5x14 


0/7 


I 4 


47 


I 


IDC 


15 


0 


5 


69 


in 


BLC g.2 + tubular 
adenocarcinoma 




l av I z + l av 7 


6 


50 


n 


IDC 


24 


0 


1 7 


65 


i 


IDC 


15 


0 


8 


63 


n 


IDC 


23 


0 


! 9 . 


55 


i 


IDC + DCIS 


4 


0 av 1 


1 *® 


52 


0 


DCIS + small 
colloid carcinoma 
foci 


50 + 3 


0 


11 


60 


n 


IDC 


24 


o 


12 


54 


i 


IDC 


11 


0 
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18 
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20 
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55 
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66 
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0 
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66 


I 
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15 


? 


27 


61 


I 


IDC 


9 
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28 


> 
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65 
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IDC 


11 


0 



Other diseases/conditions present in the women tested 

Other diseases/cond itions pres ent in the women tested 



Disease/condition 



Diabetes 



Asthma 



Ulcerous colitis 



Hemochromatose 



Crohn's disease 



Fibromyalgia 



Psoraiasis 



Atopic eczema 

Rheumatism 

Allergies 



Prior history of cancer in the women tested 


Cancer type 


No. of women 


Breast 


3 


Colon 


2 


Stomach 


1 


Skin 


1 
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Table 9 



Clone ID 


Sequence 

n> 


SEQ ID No. in 
sequence listing 


J 1-24 


308 


11 


J 1-25 


309 


12 


1 l ' 2S 


310 


| 13 


j 148 


321 


19 


j 1-60 


327 


1 25 


| 1-72 


333 


Missing 


| 1-81 


338 


I 31 


1-82 


339 


j 32 


11-02 


360 


J .'33 


\ 11-03 


361 


i 34 


j II-06 


364 


1 36 


j II-07 


365 


! 37 


f 11-10 


368 


1 39 


j U-21 


378 


1 45 


J 11-23 


380 


46 


J 11-24 


381 


47 


f 11-25 


382 


48 


1 n " 27 


384 j 


50 


; n-33 


390 j 


55 


1 11-34 


391 I 


56 


| 11-41 


397 j 


60 


1 11-42 


398 | 


61 


IM6 


401 j 


64 j 


j II-47 


402 | 


65 


j 11-48 


403 | 


66 


! 11-52 


406 


68 


11-57 


411 1 


73 


1 n-58 


412 | 


74 


I n " 59 


413 


75 


[ 11-60 


414 | 


76 


] 11-61 


415 


77 


j 11-62 


416 


78 


j 11-64 


418 j 


80 


j 11-67 


421 j 


83 j 



- 119 

alzheimer and breast cancer disease 



1 Clone H> 


1 Sequence 
ID 


SEQ ED No. in 
sequence listing 


j H-69 


| 423 


85 


[ 11-70 


1 424 


86 


| 11-74 


| 428 


90 


| 11-80 


434 


96 


' 11-82 


J 436 


98 


1 n-84 


1 438 


99 1 


j 11-87 


| 441 


100 J 


j n-88 


j 442 


101 I 


j n-96 


j 450 


105 j 


| m-oi 


j 452 


106 1 


J 111-02 


I 453 


107 1 


| 111-06 


! 458 


109 I 


m-08 


j 460 


111 J 


J m-12 


I 463 


114 j 


1 ni-i3 


1 464 


115 1 


J ra-i7 


468 


Missing 1 


j 111-18 


469 


116 j 


J 111-21 


471 


117 1 


1 ra-23 


473 


119 j 


J 111-24 


474 


120 1 


j 111-25 1 


475 


121 j 


I 11126 | 


476 


122 ! 


1 nI * 27 1 


477 


123 1 


1 111-28 l 


478 


124 I 


\ 111-29 J 


479 


125 


1 ni-32 1 


482 


127 1 


1 m-33 1 


483 


128 | 


1 111-35 j 


485 


130 j 


j m-39 1 


487 


131 J 


| m-40 1 


488 


132 1 


ra-42 1 


489 


133 1 


ra-45 j 


492 


135 


| ni-46 | 


493 


136 i 


| ni^7 J 


494 


137 1 
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111-48 
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111-56 
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m-58 
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146 


HI-59 
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111-61 


507 


148 


HI-62 
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149 


ffl-63 


509 


150 


111-64 


510 


\ 151 


IH-66 


512 


152 


ra-67 


513 


153 


ra-70 


515 


1,54 


ni-74 


518 


155 


ffl-75 


519 


156 


ra-78 


521 


157 


m-80 


523 


158 


m-8i 


524 


159 


ffl-85 


526 


161 


m-86 


527 


162 


m-88 


529 


163/164 


m-89 


530 


165 


m-93 


532 


166 


m-95 


534 


168 


m-96 


535 


Missing 


rv-04 


682 


273 


rv-i3 


683 


274 


IV-14 


684 


275 


IV-17 


685 


276 


IV-31 


687 


278 


IV-32 


688 


279 


IV-38 


689 


280 


IV-42 


691 


282 


IV-47 


693 


284 [ 


rv-6i 


696 


286 


IV-64 


697 


287 


IV-72 


699 


289 


rv-80 


701 


291 


IV-85 


702 


292 


IV-93 


703 


293 



IV-96 


705 


295 


V-03 


706 


296 


V-04 


707 


297 


V-07 


708 


! 298 


V-08 


709 


299 


V-12 


711 


301 


V-24 


714 


303 


V-41 


718 


305 1 


V-57 


720 


307 j 


V-61 


721 


308 J 


V-64 


722 


309 1 


V-65 


723 


Missing | 


V-74 


724 


310 


V-80 


726 


311 


VI-03 


341 


Missing j 


VI-04 


342 


Missing j 


VI-07 


344 


Missing | 


VI-08 


345 


Missing | 


VI-09 


346 


Missing | 


VI-12 


869 


341 | 


VI- 14 


871 


343 


VI-19 


349 


Missing 


VI-20 


350 


Missing 


VI-21 


351 


Missing ] 


VI-23 


878 


347 [ 


VI-25 


353 


Missing ] 


VI-26 


354 


Missing 


VI-48 


359 


Missing 


VI-50 


893 


356 \ 


VI-53 


895 


357 } 


VI-74 


905 


365 


VI-76 


907 


367 


VI-87 


911 


370 | 


VI-88 


912 


371 


Vl-95 


915 


374 


VH-02 


547 


Missing 


V1I-03 


548 


Missing 


VH-06 


551 


Missing | 


vn-08 


553 


Missing | 
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VII-09 


554 


Missing 


vn-io 


555 


Missing 


VII- 11 


556 


Missing 


vn-i5 


559 


Missing 


VII- 17 


560 


Missing 


VII- 19 


562 


171 


VII-21 


564 


173 


VII-22 


565 


174 


VU-23 


I 566 


| 175 


vn-24 


567 


176 


vn-27 


568 


177 


vn-29 


570 


178 


VH-32 


571 


179 


vn-33 


572 


180 


VU-36 


575 


182 


VH-39 


576 


183 


vn-4i 


578 


185 


VII-42 


579 


186 | 


vn-43 


580 


187 


vn^t6 


583 


190 


vn-48 


584 


Missing 


VI1-49 


585 


191 


VII-54 


589 


195 


VH-57 


591 


197 


VII-58 


592 


198 


VII-59 


593 


199 


VII-62 


594 


200 


VII-63 


595 


201 


VU-64 


596 


202 


VII-66 


598 


204 


vn-72 


600 


206 


vn-73 


601 


207 


vn-77 


604 


Missing 


vn-80 


605 


210 


vn-82 


607 


212 


vn-87 


610 


214 


vn-90 


612 


216 


vn-9i 


613 


217 
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VII-92 


614 


] 218 


VH-93 


615 


219 


VII-96 


617 


220 


VIII-09 


618 


221 


vm-io 


619 


222 


vin-i3 


622 


224 


vm-i6 


624 


225 


vm-20 


628 


! 229 


vm-2i 


629 


230 


VID-23 


630 


231 


VIH-24 


631 


232 


VDI-25 


632 


233 


vm-28 


634 


235 


vm-29 


635 


| 236 


vm-30 


636 


237 


vin-3i 


637 


238 


vin-32 


638 


239 


vm-33 


639 


240 


vra-34 


640 


Missing 


vra-38 


643 


243 


vm-40 


644 


244 


vra-41 


645 


245 


VIII^6 


649 


249 


vra-48 


651 


251 


vra-55 


656 


256 j 


vni-57 


658 


258 


vm-59 


660 


259 


vni-60 


661 


260 


vm-6i 


662 


Missing 


vra-64 


663 


261 


vm-66 


665 


262 


vm-73 


672 


267 


vra-74 


673 


268 


Vffl-76 


675 


270 


vm-80 


679 


272 
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Claims : 



1. A set of oligonucleotide probes, wherein said set 
comprises at least 10 different oligonucleotides, 
wherein each oligonucleotide is selected from: 



10 



15 



20 



25 



30 



an ol igonucleot ide 
ID No. 1, 2, 3, 4, 
15, 16, 17, 18, 19 
29, 30, 31, 32, 33 
43, 44, 45, 46, 47 
57, 58, 59, 60, 61 
71, 72, 73, 74, 75 
85, 86, 87, 88, 89 
99, 100, 101, 102, 
110, 111, 112, 113 



35 



121 
132 
143 
154 
165 
176 
187 
198 
209 
220 
231 
242 
253 
264 
275 
286 
297 
308 
319 
330 
343 



122 
133 
144 
155 
166 
177 
188 
199 
210 
221 
232 
243 
254 
265 
276 
287 
298 
309 
320 
331 
344 



123 
134 
145 
156 
167 
178 
189 
200 
211 
222 
233 
244 
255 
266 
277 
288 
299 
310 
321 
332 
345 



124 
135 
146 
157 
168 
179 
190 
201 
212 
223 
234 
245 
256 
267 
278 
289 
300 
311 
322 
333 
346 



having a sequence as set forth in SEQ 
5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 

20, 21, 22, 23, 24, 25, 26, 27, 28, 

34, 35, 36, 37, 38, 



48, 49, 50, 51, 52 
62, 63, 64, 65, 66 
76, 77, 78, 79, 80 
90, 91, 92, 93, 94 
103, 104, 105, 106, 
114, 115, 116, 117 
125, 126, 127, 128 
136, 137, 138, $.39 
147, 148, 149, 150 
158, 159, 160, 161 
169, 170, 171, 172 
180, 181, 182, 183 
191, 192, 193, 194 
202, 203, 204, 205 
213, 214, 215, 216 
224, 225, 226, 227 
235, 236, 237, 238 
246, 247, 248, 249 
257, 258, 259, 260 
268, 269, 270, 271 
279, 280, 281, 282 
290, 291, 292, 293 
301, 302, 303, 304 
312, 313, 314, 315 
323, 324, 325, 326 
334, 335, 336, 337 
347, 348, 351, 352 



39, 40, 41, 42, 
53, 54, 55, 56, 
67, 68, 69, 70, 
81, 82, 83, 84, 
95, 96, 97, 98, 
107, 108, 109, 
118, 119, 120, 
129, 130, 131, 
140, 141, 142, 
151, 152, 153, 
162, 163, 164, 
173, 174 , 175, 
184, 185, 186, 
195, 196, 197, 
206, 207, 208, 
217, 218, 219, 
228, 229, 230, 
239, 240, 241, 
250, 251, 252, 
261, 262, 263, 
272, 273, 274, 
283, 284, 285, 
294, 295, 296, 
305, 306, 307, 
316, 317, 318, 
327, 328, 329, 
339, 341, 342, 
353, 355, 356, 
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357, 


359, 


361, 


363, 


364, 


365, 


366, 


367, 


368, 


369, 


370, 


371, 


374, 


375, 


376, 


377, 


378, 


379, 


380, 


381, 


382, 


383, 


384, 


385, 


386, 


387, 


388, 


389, 


390, 


391, 


392, 


393, 


394, 


395, 


396, 


397, 


398, 


399, 


400, 


401, 


402, 


403, 


4 04, 


405, 


406, 


409, 


411, 


414 , 


415, 


416, 


418, 


421, 


422, 


423 , 


424 , 


425, 


426, 


427, 


428, 


429, 


430, 


431, 


432, 


433, 


434 , 


435, 


436, 


437, 


438, 


439, 


440, 


441, 


444, 


445, 


447, 


448, 


451, 


452, 


454, 


455, 


458, 


459, 


460, 


461, 


463, 


464 , 


465, 


467, 


468, 


471, 


472, 


473, 


474, 


475, 


476, 


480, 


481, 


482, 


484, 


487, 


489, 


490, 


496, 


497, 


498, 


499, 


500 


or 50 


1, 





10 

or an oligonucleotide derived from said sequence, or an 
oligonucleotide with a complementary sequence, or a 
functionally equivalent oligonucleotide. 

15 

2 . A set of oligonucleotide probes as claimed in claim 
1 wherein said oligonucleotide probes are each selected 
from: | 

20 an oligonucleotide having a sequence as set forth in SEQ 
ID No. 1, 2, 3, 4, 5, 11, 12, 13, 19, 25, 31, 32, 33, 
34, 36, 37, 39, 45, 46, 47, 48, 50, 55, 56, 60, 61, 64, 
66, 68, 73, 74, 75, 76, 77, 78, 80, 83, 85, 86, 90, 96, 
98, 99, 100, 101, 105, 106, 107, 109, 111, 114, 115, 

25 116, 117, 119, 120, 121, 122, 123, 124, 125, 127, 128, 

130, 131, 132, 133, 135, 136. 137, 138, 144, 145, 146, 
147, 148, 149, 150, 151, 152, 153, 154, 155, 156, 157, 
158, 159, 161, 162, 163, 164, 165, 166, 168, 169, 171, 
173, 174, 175, 176, 177, 178, 179, 180, 182, 183, 185, 

30 186, 187, 190, 191, 195, 197, 198, 199, 200, 202, 204, 

206, 207, 210, 212, 214, 216, 217, 218, 219, 220, 221, 
222, 224, 225, 229, 230, 231, 232, 233, 234, 235, 236, 
237, 238, 239, 240, 243, 244, 245, 249, 251, 256, 258, 
259, 260, 261, 262, 267, 268, 270, 272, 273, 274, 275, 

35 276, 278, 279, 280, 282, 284, 286, 287, 289, 291, 292, 

295, 296, 297, 298, 299, 301, 303, 305, 307, 308. 309, 
310, 311, 314, 315, 316, 317, 318, 319, 320, 321, 322, 
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10 



20 



1 

J Z> -3 , 


1? A 
Jj <c. *± t 


A «J , 


326 


327, 


328 , 


329, 


330, 


331, 


332, 


333, 


O Oft / 


o ^ q 

O J -J , 


— » VJ j 


337 


338 , 


339, 


340 , 


341, 


342, 


343, 


344, 






34.7 


3Afl 

JtO 1 


349 . 


351 . 


352 , 


353, 


355, 


356, 


357, 




JOl / 


J SJ J , 


364 , 


365 , 


366, 


367, 


368, 


369, 


370, 


371, 


1 1 A 


O / 3 , 


0 / 0 , 


377 


378 , 


379 , 


380, 


381, 


382, 


383, 


384, 


T O C 


-J O D , 


3 fl7 


3 Aft 


389 , 


390 , 


391, 


392, 


393, 


3 94 , 


395, 




"3 Q7 


-3 _7 O , 


399 


400 , 


401, 


402, 


403, 


404, 


405, 


406, 




Add 

ft U 27 , 


at n 

*± X U , 


AT 1 


412 , 


413 , 


414 , 


415, 


416, 


417, 


418, 


A1 Q 


A?0 

■x ^ V# , 


421 , 


422 , 


423 , 


424, 


425, 


426, 


427, 


428, 


429, 


>i on 
4iU, 




432, 


433, 


434 

T J Tt / 


435 , 


436 , 


437, 


438, 


439, 


440, 


441, 


444, 


445; 


446, 


447, 


448, 


449, 


450, 


451, 


452, 


453, 


454, 


455, 


457, 


458, 


459, 


460, 


461, 


463, 


464, 


465, 


466, 


467, 


468, 


469, 


470, 


471, 


472, 


473, 


474, 


475, 


476, 


477, 


478, 


479, 


480, 


481, 


482, 


484, 


487, 


489, 


490, 


496, 


497, 


498, 


499 


or 501, 

















15 

or an oligonucleotide derived from said sequence, or an 
oligonucleotide with a complementary sequence, or a 
functionally equivalent oligonucleotide. 

3 A set of oligonucleotide probes as claimed in claim 
1 wherein said oligonucleotide probes are each selected 
from: 

25 an oligonucleotide having a sequence as set forth in SEQ 
ID No- 6, 7, 8, 9, 10, 11, 12, 13. 14, 15, 16, 17, 18, 
19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 
33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 
47, 48, 49, 50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 

30 61, 62, 63, 64, 65, 66, 67, 68, 69, 70, 71, 72, 73, 74, 

75, 76, 77, 78, 79, 80, 81, 82, 83, 84, 85, 86, 87, 88, 
89, 90, 91, 92, 93, 94, 95, 96, 97, 98, 99, 100, 101, 
102, 103, 104, 105, 106, 107, 108, 109, 110, 111, 112, 
113, 114, 115, 116, 117, 118, 119, 120, 121, 122, 123, 

35 124, 125, 126, 127, 128, 129, 130, 131, 132, 133, 134, 

135, 136, 137, 138, 139, 140, 141, 142, 143, 144, 145, 
146, 147, 148, 149, 150, 151, 152, 153, 154, 155, 156, 
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5 



10 



15 





-L O / 


159 


160, 


161, 


162, 


163, 


164, 


165, 


166, 


167, 


loo, 


16 9 


170 , 


171 , 


172 , 


173 , 


174, 


175, 


176, 


177, 


178 , 






181 


182 , 


183 , 


184 , 


185, 


186, 


187, 


188, 


189, 


JL y \J , 


JL J JL , 


ZJ £~ / 


193 


194 , 


195, 


196, 


197, 


198, 


199, 


200, 


zUl , 


zuz , 


^L, \J ~J / 


204 


205 , 


206 , 


207, 


208, 


209, 


210, 


211, 


ZiZ , 


Zx J , 


91 A 


215 


216 , 


217, 


218, 


219, 


220, 


221, 


222 , 


O O ~2 


9 9 Zt 


9 9 ^ 

/ZD , 


\-> f 


227 , 


228 , 


229, 


230, 


231 , 


232, 


233 , 




9 £ 
Zj D , 


9 


9^ ft 


23 9 , 


240 , 


241, 


242, 


243 , 


244 , 


245 . 


O /I ^ 

24b, 


OAT 


9 Zl ft 
z^o , 




250 , 


251, 


2.52 , 


253 , 


254 , 


255 , 


256 , 


O C "7 
ZD / , 


O Q Q 
ZDO, 


9^9 
zo? , 




261, 


262 , 


263 , 


264 , 


265, 


266 , 


267 , 


Of Q 
2 D O , 


zoy, 


2 / U , 


9*71 
z / J. ^ 


272 


273 , 


274 , 


275, 


276 , 


277, 


278 , 


O »"7 O 

2 / 9 , 


o q n 


2oX , 


9 ft 9 
zoz, 


9ft3 
^ 0 ~j f 


284 , 


285, 


286 , 


287 , 


288 , 


289 , 


290 , 




O Q O 

2 y 2 , 


2 J7 O , 


9 QZl 


295 


296 , 


297, 


2 98 , 


299 , 


300 , 


3 01, 


o r\ o 
JOz , 






JU J, 


306 , 


307, 


308 , 


309 , 


310 , 


311 , 


312 , 


313 , 


O O Q 




**zi 9 

JfiZ, 


■J J , 


344 , 


345 , 


346 , 


347 , 


348 , 


350 , 


351 , 


3b2 , 










357 


358 , 


359 , 


360 , 


361 , 


3 62, 




"5 ^ A 


0 -j f 


366 , 


3 67 , 


368 , 


369 , 


370 , 


371 , 


372, 


373, 


374 , 


397, 


398, 


399, 


400, 


401, 


402, 


403, 


404, 


405, 


406, 


407, 


409, 


415, 


445, 


447, 


448, 


451, 


452, 


454, 


455, 


456, 


458, 


459, 


460, 


461, 


462, 


463, 


464 , 


465, 


467, 


468, 


471, 


472, 


473, 


474, 


475, 


480, 


481, 


482, 


483, 


484, 


485, 


486, 


487, 


488, 


491, 


492, 


493, 


494, 


495, 


496, 


500 or 



501, 

25 or an oligonucleotide derived from said sequence, or an 
oligonucleotide with a complementary sequence, or a 
functionally equivalent oligonucleotide . 

4 . A set of oligonucleotide probes as claimed in any 
3 0 one of claims 1 to 3, wherein each probe in said set 

binds to a different transcript. 

5 . A set as claimed in any one of claims 1 to 4 
consisting of from 10 to 500 oligonucleotide probes. 

35 

6. An oligonucleotide probe wherein said probe is 
selected from: 
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an oligonucleotide 
ID NO. 1, 2, 3, 4, 
15, 16, 17, 18, 19 
29, 30, 31, 32, 33 
5 43, 44, 45, 46, 47 

57, 58, 59, 60, 61 
71, 72, 73, 74, 75 
85, 86, 87, 88, 89 
99, 100, 101, 102, 

10 110, 111, 112, 113 

121, 122, 123,' 124 
132, 133, 134, 135 
143, 144, 145, 146 
154, 155, 156, 157 

15 165, 166, 167, 168 

176, 177, 178, 179 
187, 188, 189, 190 
198, 199, 200, 201 
209, 210, 211, 212 

20 220, 221, 222, 223 

231, 232, 233, 234 
242, 243, 244, 245 
253, 254, 255, 256 
264, 265, 266, 267 

25 275, 276, 277, 278 

286, 287, 288, 289 
297, 298, 299, 300 
308, 309, 310, 311 
319, 320, 321, 322 

30 330, 331, 332, 333 

343, 344, 345, 346 
357, 359, 361, 363 
371, 374, 375, 376 
384, 385, 386, 387 

35 395, 396, 397, 398 

406, 409, 411, 414 
425, 426, 427, 428 



having a sequence as set forth in SEQ 
5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 

20, 21, 22, 23, 24, 25, 26, 27, 28, 

34, 35, 36, 37, 38, 



48, 49, 50, 51, 52 
62, 63, 64, 65, 66 
76, 77, 78, 79, 80 
90, 91, 92, 93, 94 
103, 104, 105, 106, 
114, 115, 116, 117 
125, 126, 127, 128 
136, 137, 138, 139 
147, 148, 149, 150 
158, 159, 160, 161 
169, 170, 171, 172 
180, 181, 182, 183 
191, 192, 193, 194 
202, 203, 204, 205 
213, 214, 215, 216 
224, 225, 226, 227 
235, 236, 237, 238 
246, 247, 248, 249 
257, 258, 259, 260 
268, 269, 270, 271 
279, 280, 281, 282 
290, 291, 292, 293 
301, 302, 303, 304 
312, 313, 314, 315 
323, 324, 325, 326 
334, 335, 336, 337 
347, 348, 351, 352 
364, 365, 366, 367 
377, 378, 379, 380 
388, 389, 390, 391 
399, 400, 401, 402 
415, 416, 418, 421 
429, 430, 431, 432 



39, 40, 41, 42, 
53, 54, 55, 56, 
67, 68, 69, 70, 
81, 82, 83, 84, 
95, 96, 97, 98, 
107, 108, 109, 
118, 119, 120, 
129, 130, 131, 
140, 141, 142, 
151, 152, 153, 
162, 163, 164, 
173, 174, 175, 
184, 185, 186, 
195, 196, 197, 
206, 207, 208, 
217, 218, 219, 
228, 229, 230, 
239, 240, 241, 
250, 251, 252, 
261, 262, 263, 
272, 273, 274, 
283, 284, 285, 
294, 295, 296, 
305, 306, 307, 
316, 317, 318, 
327, 328, 329, 
339, 341, 342, 
353, 355, 356, 
368, 369, 370, 
381, 382, 383, 
392, 393, 394, 
403, 404, 405, 
422, 423, 424, 
433, 434, 435, 
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436, 437, 438, 439, 440, 441, 444, 445, 447, 448, 451, 

452, 454, 455, 458, 459, 460, 461, 463, 464, 465, 467, 

468, 471, 472, 473, 474, 475, 476, 480, 481, 482, 484, 

487, 489, 490, 496, 497, 498, 499, 500 or 501, 

or an oligonucleotide derived from said sequence, or a 
complementary sequence thereof. 

7. A set of oligonucleotide probes as claimed in any 
one of claims 1 to 5, or an oligonucleotide probe as 
claimed in claim 6, wherein each of said oligonucleotide 
probes is from 15 to 200 bases in length. 

8. A set of oligonucleotide probes as claimed in any 
one of claims 1 to 5 or 7 or an oligonucleotide probe as 
claimed in claim 6 or 7, wherein the transcript to which 
said probe binds is derived from a gene which is 
constitutively moderately or highly expressed. 

9. A set of oligonucleotide probes as claimed in any 
one of claims 1 to 5, 7 or 8 or an oligonucleotide probe 
as claimed in any one of claims 6 to 8, wherein said 
probes are immobilized on one or more solid supports. 

10. A set of oligonucleotide probes or an 
oligonucleotide probe as claimed in claim 9, wherein 
said solid support is a sheet, filter, membrane, plate 
or biochip. 

11. A polypeptide encoded by the mRNA sequence to 
which an oligonucleotide as defined in claim 6 binds. 

12. An antibody to a polypeptide as defined in claim 
11. 

13. A kit comprising a set of oligonucleotide probes 
immobilized on one or more solid supports as defined in 
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claim 9 or 10. 

14 . A kit as claimed in claim 13 wherein said probes 
are immobilized on a single solid support and each 
5 unique probe is attached to different region of said 
solid support . 

15 . A kit as claimed in claim 13 or 14 further 
comprising standardizing materials. 

10 

16. The use of a set of probes as described in any one 
of claims 1 to 5 or 7 to 10 or a kit as described in any 
one of claims 13 to 15 to determine the gene expression 
pattern of a cell which pattern reflects the level of 

15 gene expression of genes to which said oligonucleotide 
probes bind, comprising at least the steps of: 

a) isolating tnRNA from said cell, which may 
optionally be reverse transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step (a) to a 

2 0 set of oligonucleotides or a kit as defined in any one 

of claims 1 to 5, 7 to 10 or 13 to 15; and 

c) assessing the amount of mRNA or cDNA hybridizing 
to each of said probes to produce said pattern. 

25 17 - A method of preparing a standard gene transcript 
pattern characteristic of a disease or condition or 
stage thereof in an organism comprising at least the 
steps of : 

a) isolating mRNA from the cells of a sample of one 

3 0 or more organisms having the disease or condition or 

stage thereof, which may optionally be reverse 
transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step (a) to a 
set of oligonucleotides or a kit as defined in any one 

3 5 of claims 1 to 5 , 7 to 10 or 13 to 15 specific for said 
disease or condition or stage thereof in an organism and 
sample thereof corresponding to the organism and sample 
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thereof under investigation; and 

c) assessing the amount of mRNA or cDNA hybridizing 
to each of said probes to produce a characteristic 
pattern reflecting the level of gene expression of genes 
to which said oligonucleotides bind, in the sample with 
the disease, condition or stage thereof. 

18. A method of preparing a test gene transcript 
pattern comprising at least the steps of: 

a) isolating mRNA from the cells of a sample of 
said test organism, which may optionally be reverse 
transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step (a) to a 
set of oligonucleotides or a kit as defined in any one 
of claims 1 to 5, 7 to 10 or 13 to 15 specific for a 
disease or condition or stage thereof in an organism and 
sample thereof corresponding to the organism and sample 
thereof under investigation; and 

c) assessing the amount of mRNA or cDNA hybridizing 
to each of said probes to produce said pattern 
reflecting the level of gene expression of genes to 
which said oligonucleotides bind, in said test sample. 

19. A method of diagnosing or identifying or monitoring 
a disease or condition or stage thereof in an organism, 
comprising the steps of: 

a) isolating mRNA from the cells of a sample of 
said organism, which may optionally be reverse 
transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step (a) to a 
set of oligonucleotides or a kit as defined in 
any one of claims 1 to 5, 7 to 10 or 13 to 15 
specific for said disease or condition thereof 
in an organism and sample thereof 
corresponding to the organism and sample 
thereof under investigation; 

c) assessing the amount of mRNA or cDNA 
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hybridizing to each of said probes to produce 
a characteristic pattern reflecting the level 
of gene expression of genes to which said 
oligonucleotides bind in said sample; and 
d) comparing said pattern to a standard 

diagnostic pattern prepared as described in 
claim 17 using a sample from an organism 
corresponding to the organism and sample under 
investigation to determine the degree of 
correlation indicative of the presence of said 
disease or condition or a stage thereof in the 
organism under investigation. 

20. A method as claimed in any one of claims 17 to 19 
wherein said mRNA or cDNA is amplified prior to step b) . 

21. A method as claimed in any one of claims 17 to 20 
wherein the oligonucleotides and/or the mRN| or cDNA are 
labelled. 

22. A method as claimed in any one of claims 17 to 21 
wherein said probes are as defined in claim 3 and said 
disease is Alzheimer's disease. 

25 23 . A method as claimed in any one of claims 17 to 21 
wherein said probes are as defined in claim 2 and said 
disease is breast cancer. 



15 



20 



30 



24. A method as defined in any one of claims 17 to 23, 
wherein said set of oligonucleotides as defined in any 
one of claims 1 to 5, 7 to 10 or 13 to 15 are replaced 
with a set of oligonucleotides which are randomly 
selected, preferably from a cDNA library. 



35 25 



A method of preparing a standard gene transcript 
pattern characteristic of a disease or condition or 
stage thereof in an organism comprising at least the 
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steps of: 

a) releasing target polypeptides from a sample of 
one or more organisms having the disease or condition or 
stage thereof ; 

b) contacting said target polypeptides with one or 
more binding partners, wherein each binding partner is 
specific to a marker polypeptide (or a fragment thereof) 
encoded by the gene to which an oligonucleotide having a 





sequence 


as set forth in SEQ 


ID No. 


1, 


2, 3, 


4, 


5, 6, 7 


10 


8 , 


9, 10 7 11, 


12, 


13, 14, 15, 


16, 17, 18, 19 


, 20 


, 21, 




22 , 


23 , 


24, 25, 26 


, 27, 


28, 29, 30, 


31, 


32, 


33, 


34, 35, 




36, 


37, 


38, 39 


, 40 


, 41, 


42, 43, 44, 


45, 


46, 


47, 


48, 49, 




50, 


51, 


52, 53 


, 54 


, 55, 


56, 57, 58, 


59, 


60, 


61, 


62, 63, 




64, 


65, 


66, 67 


, 68 


, 69, 


70, 71, 72, 


73, 


74, 


75, 


76, 77, 


15 


78, 


79, 


80, 81, 82 


, 83 , 


84, 85, 86, 


87, 


88, 


89, 


90, 91, 




92, 


93, 


94, 95 


, 96 


, 97, 


98, 99, 100, 101, 102, 103, 104 




105 


, 106 


, 107, 


108 


r 109 , 


110, 


111, 


112, 


113, 


114 


, 115, 




116 


, 117 


, 118, 


119 


, 120 , 


121, 


122, 


123, 


124, 


125 


, 126, 




127 


, 128 


, 129, 


130 


r 131, 


132, 


133, 


134, 


135, 


136 


/ 137, 


20 


138 


, 139 


, 140 , 


141 


, 142 , 


143, 


144, 


145, 


146, 


147 


, 148, 




149 


, 150 


, 151, 


152 


f 153 , 


154, 


155, 


156, 


157, 


158 


, 159, 




160 


, 161 


, 162, 


163 


, 164 , 


165, 


166, 


167, 


168, 


169 


, 170, 




171 


, 172 


, 173, 


174 


, 175, 


176, 


177, 


178, 


179, 


180 


, 181, 




182 


, 183 


, 184, 


185 


, 186, 


187, 


188, 


189, 


190, 


191 


/ 192, 


25 


193 


, 194 


, 195, 


196 


, 197, 


198, 


199, 


200, 


201, 


202 


, 203, 




204 


, 205 


, 206, 


207 


, 208, 


209, 


210, 


211, 


212, 


213 


, 214, 




215 


, 216 


, 217, 


218 


, 219, 


220, 


221, 


222, 


223, 


224 


, 225, 




226 


, 227 


, 228, 


229 


, 230, 


231, 


232, 


233, 


234, 


235 


, 236, 




237 


r 238 


, 239, 


240 


, 241, 


242, 


243, 


244, 


245, 


246 


, 247, 


30 


248 


, 249 


, 250, 


251 


, 252, 


253, 


254, 


255, 


256, 


257 


, 258, 




259 


, 260 


, 261, 


262 


, 263, 


264, 


265, 


266, 


267, 


268 


, 269, 




270 


, 271 


, 272, 


273 


, 274, 


275, 


276, 


277, 


278, 


279 


, 280, 




281 


, 282 


, 283 , 


284 


, 285, 


286, 


287, 


288, 


289, 


290 


, 291, 




292 


, 293 


, 294, 


295 


, 296, 


297, 


298, 


299, 


300, 


301 


, 302, 


35 


303 


, 304 


, 305, 


306 


, 307, 


308, 


309, 


310, 


311, 


312 


, 313, 




314 


, 315 


, 316, 


317 


, 318, 


319, 


320, 


321, 


322, 


323 


, 324, 




325 


, 326 


, 327, 


328 


, 329, 


330, 


331, 


332, 


333, 


334 


, 335, 
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336, 


337, 


339, 


341, 


342, 


343, 


344, 


345, 


346, 


347, 


348, 


351, 


352, 


353, 


355, 


356, 


357, 


359, 


361, 


363, 


364 , 


365, 


366, 


367, 


368, 


369, 


370, 


371, 


374, 


375, 


376, 


377, 


378, 


379, 


380, 


381, 


382, 


383, 


384, 


385, 


386, 


387, 


388, 


389, 


390, 


391, 


392, 


393, 


394, 


395, 


396, 


397, 


398, 


399, 


400, 


401, 


402, 


403, 


404 , 


405, 


406, 


409, 


411, 


414 , 


415, 


416, 


418, 


421, 


422, 


423 , 


424, 


425, 


426, 


427, 


428, 


429, 


430, 


431, 


432, 


433, 


434 , 


435, 


436, 


437, 


438, 


439, 


440 , 


441, 


444, 


445, 


447, 


448 , 


451, 


452, 


454 , 


455, 


458, 


459, 


460, 


461, 


463, 


464, 


465, 


467, 


468, 


471, 


472, 


473, 


474 , 


475, 


476, 


480, 


481', 


482, 


484, 


487, 


489, 


490, 


496, 


497, 


498, 



499, 500 or 501 (or derived from said sequence) binds, 
to allow binding of said binding partners to said target 
polypeptides, wherein said marker polypeptides are 

15 specific for said disease or condition thereof in an 
organism and sample thereof corresponding to the 
organism and sample thereof under investigation; and 

c) assessing the target polypeptide binding to said 
binding partners to produce a characteristic pattern 

20 reflecting the level of gene expression of genes which 

express said marker polypeptides, in the sample with the 
disease, condition or stage thereof . 

26. A method of preparing a test gene transcript 
25 pattern comprising at least the steps of: 

a) releasing target polypeptides from a sample of 
said test organism ; 

b) contacting said target polypeptides with one or 
more binding partners, wherein each binding partner is 

3 0 specific to a marker polypeptide (or a fragment thereof) 
encoded by the gene to which an oligonucleotide as 
defined in claim 25 binds, to allow binding of said 
binding partners to said target polypeptides, wherein 
said marker polypeptides are specific for said disease 

35 or condition thereof in an organism and sample thereof 
corresponding to the organism and sample thereof under 
inve s t iga t ion ; and 
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c) assessing the target polypeptide binding to said 
binding partners to produce a characteristic pattern 
reflecting the level of gene expression of genes which 
express said marker polypeptides, in said test sample. 

5 

27. A method of diagnosing or identifying or 
monitoring a disease or condition or stage thereof in an 
organism comprising the steps of: 

a) releasing target polypeptides from a sample of 
10 said organism; 

b) contacting said target polypeptides with one or 
more binding partners, wherein each binding partner is 
specific to a marker polypeptide (or a fragment thereof) 
encoded by the gene to which an oligonucleotide as 

15 defined in claim 25 binds, to allow binding of said 

binding partners to said target polypeptides, wherein 
said marker polypeptides are specific for said disease 
or condition thereof in an organism and sample thereof ( 
corresponding to the organism and sample thereof under 

2 0 investigation; and 

c) assessing the target polypeptide binding to said 
binding partners to produce a characteristic pattern 
reflecting the level of gene expression of genes which 
express said marker polypeptides in said sample; and 

25 d) comparing said pattern to a standard diagnostic 

pattern prepared as described in claim 25 using a sample 
from an organism corresponding to the organism and 
sample under investigation to determine the degree of 
correlation indicative of the presence of said disease 

30 or condition or a stage thereof in the organism under 
investigation. 

28. A method as claimed in any one of claims 17 to 27 
wherein said pattern is expressed as an array of numbers 

35 relating to the expression level associated with each 
probe . 
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29. A method as claimed in any one of claims 17 to 28 
wherein said organism is a eukaryotic organism, 
preferably a mammal . 

5 30. A method as claimed in claim 29 wherein said 
organism is a human. 

31. A method as claimed in any one of claims 17 to 30 
wherein the data making up said pattern is 

10 mathematically projected onto a classification model. 

32. A method as claimed in any one of claims 17 to 31 
wherein said disease is cancer or a degenerative brain 
disorder. 

15 

33. A method as claimed in any one of claims 17 to 32 
wherein said sample is tissue, body fluid or body waste. 

34. A method as claimed in any one of claims 17 to 33 
2 0 wherein said sample is peripheral blood. 

35. A method as claimed in any one of claims 17 to 34 
wherein the cells in the sample are not disease cells, 
have not been in contact with such cells and do not 

25 originate from the site of the disease or condition. 

36. A method as claimed in any one of claims 19 to 35 
for the diagnosis , identification or monitoring of two 
or more diseases, conditions or stages thereof in an 

30 organism, wherein said pattern produced in step c) is 
compared to at least two standard diagnostic patterns 
prepared as described in claim 17 or 25, wherein each 
standard diagnostic pattern is a pattern generated for a 
different disease or condition or stage thereof. 

35 

37. A method of identifying probes useful for 
diagnosing or identifying or monitoring a disease or 
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condition or stage thereof in an organism, comprising 
the steps of : 

a) immobilizing a set of oligonucleotide probes , 
preferably as described hereinbefore, on a 

5 solid support; 

b) isolating mRNA from a sample of a normal 
organism (normal sample) , which may optionally 
be reverse transcribed to cDNA; 

c) isolating mRNA from a sample from an organism, 
10 corresponding to the sample and organism of 

step (b) , which is known to have said disease 
or condition or a stage thereof (diseased 
sample) , which may optionally be reverse 
transcribed to cDNA; 

15 d) hybridizing the mRNA or cDNA of steps (b) and 

(c) to said set of immobilized oligonucleotide 
probes of step (a) ; and 
e) assessing the amount of mRNA or cDNA 

hybridizing to each of said oligonucleotide 

20 probes to determine the level of gene 

expression of genes to which said 
oligonucleotide probes bind in said normal and 
diseased samples to generate a gene expression 
data set for each sample; 

25 f ) normalizing and standardizing said data set of 

step (e) ; 

g) constructing a calibration model for 
classification, preferably using the 
statistical techniques Partial Least Squares 

30 Discriminant Analysis (PLS-DA) and Linear 

Discriminant Analysis (LDA) ; 

h) performing JackKnife analysis and identifying 
those oligonucleotide probes which are 
required for classification of said disease 

35 and normal samples into their respective 

groups . 
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